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1A14 Complex between ncl0 anti-influenza virus neuraminidase single chain antibody with a 5 residue linker and

influenza virus neuraminidase

Dominant b-cell epitope from the pres2 region of hepatitis b virus in the form of an inserted peptide segment

in maltodextrin-binding protein

5 1A70 Fv fragment of mouse monoclonal antibody d1.3 (balb/c, iggl, k) 1961 deletion mutant on variant for chain 1
glu8l->asp and chain h leu312->val

7 1A7Q Fv fragment of mouse monoclonal antibody d1.3 (balb/c, iggl, k) high affinity expressed variant containing

ser26l->gly, ile291->thr, glu8ll->asp, thr971->ser, pro240h->leu, asp258h->ala, lys281h->glu, asn283h->asp and
leu312h->val

| 9 | 1ADQ | Crystal structure of a human igm rheumatoid factor fab in complex with its autoantigen igg fc

1BLN Anti-p-glycoprotein fab mrk-16

1BVK | Humanized anti-lysozyme fv complexed with lysozyme

15 1C12 Insight in odorant perception: the crystal structure and binding characteristics of antibody fragments directed
against the musk odorant traseolide

1CFS Anti-p24 (hiv-1) fab fragment cb41 complexed with an epitope-unrelated peptide

1CG9 Complex recognition of the supertypic bw6-determinant on hla-b and-c molecules by the monoclonal antibody
sfr8-b6

1CLY Igg fab (human igg1, kappa) chimeric fragment (cbr96) complexed with lewis y nonoate methyl ester
1CS9 Solution structure of cggirgera in contact with the monoclonal antibody mab 4x11, nmr, 7 structures

25 1CvVQ Solution structure of the analogue retro-inverso mgregriggc in contact with the monoclonal antibody mab 4x11,
nmr, 7 structures

27 1CWZ Solution structure of the analogue retro-inverso (ma-s)regriggc in contact with the monoclonal antibody mab
4x11, nmr, 7 structures

1DBJ Molecular basis of cross-reactivity and the limits of antibody-antigen complementarity
1DBM | Molecular basis of cross-reactivity and the limits of antibody-antigen complementarity

33 1DLF High resolution crystal structure of the fv fragment from an anti-dansyl switch variant antibody igg2a(s)
crystallized at ph 5.25

Crystal structure of the anti-lysozyme antibody hyhel-63 complexed with hen egg white lysozyme
1DQQ Crystal structure of anti-lysozyme antibody hyhel-63

1DZB | Crystal structure of phage library-derived single-chain fv fragment 1f9 in complex with turkey egg-white
lysozyme

1E4W Crossreactive binding of a circularized peptide to an anti-tgfalpha antibody fab-fragment
Crystal structure of hiv-1 capsid protein (p24) in complex with fab13b5
1EJO Fab fragment of neutralising monoclonal antibody 4c4 complexed with g-h loop from fmdv.

47 1ETZ The three-dimensional structure of an anti-sweetener fab, nc10.14, shows the extent of structural diversity in
antigen recognition by immunoglobulins

1F2X Structure of the single-domain camelid antibody cab-ca05

1FAW Crystal structure of an anti-carbohydrate antibody directed against vibrio cholerae o1 in complex with antigen
1F4Y Crystal structure of an anti-carbohydrate antibody directed against vibrio cholerae ol in complex with antigen
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55 1F90 Fab fragment of monoclonal antibody (Inkb-2) against human interleukin-2 in complex with antigenic peptide

1FCC Crystal structure of the c2 fragment of streptococcal protein g in complex with the fc domain of human igg

1FJ1 Lyme disease antigen ospa in complex with neutralizing antibody fab la-2
Pr3 (myeloblastin)

X-ray structures of the antigen-binding domains from three variants of humanized anti-p185-her2 antibody 4d5

and comparison with molecular modeling

1G6V Complex of the camelid heavy-chain antibody fragment cab-ca05 with bovine carbonic anhydrase

67 1G71 Crystal structure of hen egg white lysozyme (hel) complexed with the mutant anti-hel monoclonal antibody
d1.3 (vilw92f)

“ Crystal structure of hen egg white lysozyme (hel) complexed with the mutant anti-hel monoclonal antibody
d1.3 (vIw92s)

Binding of influenza virus hemagglutinin to analogs of its cell-surface receptor, sialic acid: analysis by proton

nuclear magnetic resonance spectroscopy and x-ray crystallography

83 1HGF Binding of influenza virus hemagglutinin to analogs of its cell-surface receptor, sialic acid: analysis by proton
nuclear magnetic resonance spectroscopy and x-ray crystallography

1HGH | Binding of influenza virus hemagglutinin to analogs of its cell-surface receptor, sialic acid: analysis by proton

nuclear magnetic resonance spectroscopy and x-ray crystallography

87 1HGJ Binding of influenza virus hemagglutinin to analogs of its cell-surface receptor, sialic acid: analysis by proton
nuclear magnetic resonance spectroscopy and x-ray crystallography

| 89 | 1HIM | Structural evidence for induced fit as a mechanism for antibody-antigen recognition
91 1181 Crystal structure of dsfv mrl in complex with the peptide antigen of the mutant epidermal growth factor
receptor, egfrviii, at room temperature

118M Crystal structure of a recombinant anti-single-stranded dna antibody fragment complexed with dt5
11C5 Crystal structure of hyhel-10 fv mutant(hd99a)-hen lysozyme complex

97 1IFH A detailed analysis of the free and bound conformation of an antibody: x-ray structures of anti-peptide fab
17(slash)9 and three different fab-peptide complexes

1IND How the anti-(metal chelate) antibody cha255 is specific for the metal ion of its antigen: x-ray structures for two
fab’(slash)hapten complexes with different metals in the chelate

1IQW | Crystal structure of the fab fragment of the mouse anti-human fas antibody hfe7a

1J05 The crystal structure of anti-carcinoembryonic antigen monoclonal antibody t84.66 fv fragment
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1J1P Crystal structure of hyhel-10 fv mutant 1s91a complexed with hen egg white lysozyme
1JFQ Antigen-binding fragment of the murine anti-phenylarsonate antibody 36-71, ‘fab 36-71"

109 1JP5 Crystal structure of the single-chain fv fragment 1696 in complex with the epitope peptide corresponding to
n-terminus of hiv-1 protease

125 1KTR Crystal structure of the anti-his tag antibody 3d5 single-chain fragment (scfv) in complex with a oligohistidine
peptide

1LK3 Engineered human interleukin-10 monomer complexed to 9d7 fab fragment
129 IM7D Crystal structure of a monoclonal fab specific for shigella flexneri y lipopolysaccharide complexed with a
trisaccharide

IMCO | Three-dimensional structure of a human immunoglobulin with a hinge deletion
1MFA Structure of a single-chain fv fragment complexed with a carbohydrate antigen at 1.7 angstroms resolution

135 IMFC High resolution structures of antibody fab fragment complexed with cell-surface oligosaccharide of pathogenic
salmonella

IMLB | Monoclonal antibody fab d44.1 raised against chicken egg-white lysozyme

139 1IN64 Crystal structure analysis of the immunodominant antigenic site on hepatitis ¢ virus protein bound to mab
19d9d6

INMC | Complex between ncl0 anti-influenza virus neuraminidase single chain antibody with a 15 residue linker and

influenza virus neuraminidase

10P9 Complex of human lysozyme with camelid vhh hl6 antibody fragment

Crystal structure of human fcari bound to igal-fc
1P4B Three-dimensional structure of a single chain fv fragment complexed with the peptide gcnd(7p-14p).
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165 1QBM Fab e8b antibody, x-ray structure at 2.37 angstroms resolution

167 1QKZ Fab fragment (mnl4cl1.6) in complex with a peptide antigen derived from neisseria meningitidis p1.7
serosubtype antigen and domain ii from streptococcal protein g

R21
TRZK

179 1SVZ Crystal structure of the single-chain fv fragment 1696 in complex with the epitope peptide corresponding to
n-terminus of hiv-2 protease

181 1T6V Crystal structure analysis of the nurse shark new antigen receptor (nar) variable domain in complex with
lysozyme

183 1TOS Torpedo californica achr receptor [ala76] analogue complexed with the anti-acetylcholine mab6 monoclonal
antibody

215 1YYM Crystal structure of 23, a scorpion-toxin mimic of cd4, in complex with hiv-1 yu2 gp120 envelope glycoprotein
and anti-hiv-1 antibody 17b

1ZEA Structure of the anti-cholera toxin antibody fab fragment te33 in complex with a d-peptide
2AAB Structural basis of antigen mimicry in a clinically relevant melanoma antigen system
2B2X Vlal rdeltah i-domain complexed with a quadruple mutant of the aqc2 fab

2BDN | Crystal structure of human mcp-1 bound to a blocking antibody, 11k2

Complex of the neisserial pora p1.4 epitope peptide and two fab- fragments (antibody mn20b9.34)
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2D03 Crystal structure of the g91s mutant of the nna? fab

229 2DLF High resolution crystal structure of the fv fragment from an anti-dansyl switch variant antibody igg2a(s)
crystallized at ph 6.75

239 2DQU Crystal form ii: high resolution crystal structure of the complex of the hydrolytic antibody fab 6d9 and a
transition-state analog

241 2FD6 Structure of human urokinase plasminogen activator in complex with urokinase receptor and an anti-upar
antibody at 1.9 a

2H32 Crystal structure of the pre-b cell receptor
2HFG Crystal structure of hbr3 bound to cb3s-fab
2HMG | Refinement of the influenza virus hemagglutinin by simulated annealing

Antigen-antibody complex
251 2125 Crystal structure analysis of the nurse shark new antigen receptor pbla8 variable domain in complex with
lysozyme

2127 Crystal structure analysis of the nurse shark new antigen receptor ancestral variable domain

255 2160 Crystal structure of [phe23]m47, a scorpion-toxin mimic of cd4, in complex with hiv-1 yu2 gp120 envelope
glycoprotein and anti-hiv-1 antibody 17b

257 2IG2 Dir primaerstruktur des kristallisierbaren monoklonalen immunoglobulins iggl kol. ii. aminosaeuresequenz
der l-kette, lambda-typ, subgruppe i (german)

2NXY Hiv-1 gp120 envelope glycoprotein(s334a) complexed with cd4 and antibody 17b

269 2NYO0 Hiv-1 gp120 envelope glycoprotein (m95w, w96¢, t257s, v275¢, s334a, s375w, a433m) complexed with cd4 and
antibody 17b

2NY2 Hiv-1 gp120 envelope glycoprotein (t123c, t257s, s334a, 375w, g431c) complexed with cd4 and antibody 17b
2NY4 Hiv-1 gp120 envelope glycoprotein (k231c, t257s, €268c, s334a, s375w) complexed with cd4 and antibody 17b

275 2NY6 Hiv-1 gp120 envelope glycoprotein (m95w, w96c, i109¢c, t123c, t257s, v275c,s334a, s375w, q428c, g431c)
complexed with cd4 and antibody 17b
277 20R9 The structure of the anti-c-myc antibody 9e10 fab fragment/epitope peptide complex reveals a novel binding
mode dominated by the heavy chain hypervariable loops
20SL Crystal structure of rituximab fab in complex with an epitope peptide

Crystal structure of fv polyglutamine complex
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283 2P8M Crystal structure of the hiv-1 cross neutralizing monoclonal antibody 2f5 in complex with gp41l peptide
elleldkwaslwn in new crystal form

2R69 Crystal structure of fab lald-2 complexed with e-diii of dengue virus at 3.8 angstrom resolution

il
inaba serotypes of vibrio cholerae ol

Influenza virus hemagglutinin, mutant with thr 155 replaced by ile, complexed with a neutralizing antibody
2VXS Structure of il-17a in complex with a potent, fully human neutralising antibody

2VXU Crystal structure of murine reference antibody 125-2h fab fragment
2XEF Human glutamate carboxypeptidase ii in complex with antibody- recruiting molecule arm-p8
2XEI Human glutamate carboxypeptidase ii in complex with antibody- recruiting molecule arm-p2

317 2X7ZQ Crystal structure analysis of the anti-(4-hydroxy-3-nitrophenyl)- acetyl murine germline monoclonal antibody
bbe6.12h3 fab fragment in complex with a phage display derived dodecapeptide yqlrpnaetlrf

319 2Y07 Crystal structure analysis of the anti-(4-hydroxy-3-nitrophenyl) - acetyl murine germline monoclonal antibody
bbe6.12h3 fab fragment in complex with a phage display derived dodecapeptide ppypawhapgni

321 2Y7S Structure of a designed meningococcal antigen (factor h binding protein, mutant g1) inducing broad protective
immunity

3AUV Predicting amino acid preferences in the complementarity determining regions of an antibody-antigen

recognition interface

3BDY | Dual specific bhl fab in complex with vegf

X-ray crystal structure of the sars coronavirus spike receptor binding domain in complex with f26g19 fab
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3BIS Crystal structure of the pd-11
3BO8 The high resolution crystal structure of hla-al complexed with the mage-al peptide
3BZ4 Crystal structure of fab f22-4 in complex with a shigella flexneri 2a 0-ag decasaccharide

3C55 Crystal structure of monoclonal fab £22-4 specific for shigella flexneri 2a o-ag
3CVH | How tcr-like antibody recognizes mhc-bound peptide

351 3D0L Crystal structure of the hiv-1 broadly neutralizing antibody 2f5 in complex with the gp41 fp-mper hyb3k
construct 514gigalflgflgaags528kk-ahx-655kneqelleldkwaslwn671
3D9A | High resolution crystal structure structure of hyhel10 fab complexed to hen egg lysozyme

355 3DRQ Crystal structure of the hiv-1 broadly neutralizing antibody 2f5 in complex with the gp41 fp-mper hyb3k
construct 514gigalflgflgaags528kk-ahx-655kneqelleldkwaslwn671 soaked in peg/2-propanol solution

3EBA Cabhul6 fglw mutant (humanized) in complex with human lysozyme
3EOB | Crystal structure the fab fragment of efalizumab in complex with Ifa-1 i domain, form ii
3ESV Crystal structure of the engineered neutralizing antibody m18

363 3ETB Crystal structure of the engineered neutralizing antibody m18 complexed with anthrax protective antigen
domain 4

Crystal structure of intermediate affinity i domain of integrin 1fa-1 with the fab fragment of its antibody al-57

391 3IU3 Crystal structure of the fab fragment of therapeutic antibody basiliximab in complex with il-2ra (cd25)
ectodomain

393 3IVK Crystal structure of the catalytic core of an rna polymerase ribozyme complexed with an antigen binding
antibody fragment

3J3P Conformational shift of a major poliovirus antigen confirmed by immuno-cryogenic electron microscopy: 135s

poliovirus and c3-fab complex

3J70 Model of gp120, including variable regions, in complex with cd4 and 17b
3KS0 Crystal structure of the heme domain of flavocytochrome b2 in complex with fab b2b4




90f18

401 3LZF Crystal structure of fab 2d1 in complex with the 1918 influenza virus hemagglutinin

413 3NFP Crystal structure of the fab fragment of therapeutic antibody daclizumab in complex with il-2ra (cd25)
ectodomain

3Q3G Crystal structure of a-domain in complex with antibody
3QG6 | Structural basis for ligand recognition and discrimination of a quorum quenching antibody
3Q01 Monoclinic form of igg1 fab fragment (apo form) sharing same fv as iga

449 | 3UJ | Crystal structure of anfi-hiv-1v3 fab 4025 n complox with conapepide |

Crystal structure of the igg2a Ipt3 in complex with an 8-sugar inner core analogue of neisseria meningitidis
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469 4DAG Structure of the human metapneumovirus fusion protein with neutralizing antibody identifies a pneumovirus
antigenic site

471 4DGY Structure of the hepatitis ¢ virus envelope glycoprotein e2 antigenic region 412-423 bound to the broadly
neutralizing antibody hcvl, c2 form

483 4G6A Structure of the hepatitis ¢ virus envelope glycoprotein e2 antigenic region 412-423 bound to the broadly
neutralizing antibody ap33

4HF5 Crystal structure of fab 8f8 in complex a h2n2 influenza virus hemagglutinin
4HH9 Anti-human cytomegalovirus (hemv) fab keb
4HIE Anti-streptococcus pneumoniae 23f fab 023.102

507 4HWB Crystal structure of ectodomain 3 of the il-13 receptor alpha 1 in complex with a human neutralizing monoclonal
antibody fragment

4J0O1 Crystal structure of rabbit mab r56 fab in complex with v3 crown of hiv-1 jr-fl gp120
4]J03 Crystal structure of rabbit mab r20 fab in complex with v3 c-terminus of hiv-1 consensus b gp120
4K24 Structure of anti-upar fab atn-658 in complex with upar

523 4KI5 Cystal structure of human factor viii 2 domain in a ternary complex with murine inhbitory antibodies 3e6 and

g99

525 4KPH Structure of the fab fragment of n62, a protective monoclonal antibody to the nonreducing end of francisella
tularensis o-antigen

Nanobody/vhh domain 7d12 in complex with domain iii of the extracellular region of egfr, ph 3.5

Nanobody/vhh domain 9g8 in complex with the extracellular region of egfr
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Crystal structure of tgfb2 in complex with gc2008.
533 4LSS Crystal structure of broadly and potently neutralizing antibody vrc01 in complex with hiv-1 clade a strain
ker_2018_11 gp120

41LU5 Structure of murine igg2a a20g2-fab in complex with vaccinia antigen a33r at the resolution of 2.9 angstroms
4AM1G | Structure of murine igg2a a27d7-fab in complex with vaccinia antigen a33r at the resolution of 1.6 angstroms

539 4M3K Structure of a single domain camelid antibody fragment cab-h7s in complex with the blap beta-lactamase from
bacillus licheniformis

Crystal structure of s25-26 in complex with kdo(2.8)kdo(2.4)kdo trisaccharide
4M93 Unliganded 2 crystal structure of s25-26 fab

545 4ANOY Structure of the hepatitis ¢ envelope glycoprotein el antigenic region 314-324 bound to the cross-neutralizing
antibody igh526

Crystal structure of the hiv-1 neutralizing antibody 4e10 fab fragment in complex with a hydrocarbon-stapled

peptide containing the 4e10 epitope on gp41 and a tethered phosphate moiety.

Structure of human gankyrin in complex to the single chain antibody 5

557 4ANZT Crystal structure of the antibody-binding region of protein m (protein m td) in complex with anti-infleunza
hemagglutinin antibody cr9114 fab

4RAU
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589 4TRP Crystal structure of monoclonal antibody against neuroblastoma associated antigen.

599 4UIF Cryo-em structure of dengue virus serotype 2 in complex with antigen-binding fragments of human antibody
2d22
Crystal structure of apical membrane antigen 1 from plasmodium knowlesi
603 4WHT Structure of the hepatitis ¢ virus envelope glycoprotein e2 antigenic region 412-423 bound to the broadly
neutralizing antibody 3/11, p1 crystal form

Structure of esk1 in complex with hla-a*0201/wt1

4YHP Crystal structure of 309m3-b fab in complex with h3k9me3 peptide
m Crystal structure of 304m3-b fab in complex with h3k4me3 peptide
4YO0 Crystal structure of monoclonal anti-human podoplanin antibody nz-1 with bound pa peptide

47D3 Structure of a transglutaminase 2-specific autoantibody fab fragment
47FG Dual-specificity fab 5a12 in complex with angiopoietin 2
47ZH7 Structural basis of lewisb antigen binding by the helicobacter pylori adhesin baba

5A0K
SAZE

5CMA Anti-b7-h3 monoclonal antibody ch8h9 fab fragment

Crystal structure of the anti-rsv f fab 14n4
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Computationally designed functional antibody

5NPH Structure of the hepatitis ¢ virus strain j4 glycoprotein e2 antigenic region 532-540 bound to the fab fragment of
the non-neutralizing antibody dao5

671 5NPJ Structure of the hepatitis ¢ virus strain jfh1l glycoprotein e2 antigenic region 532-540 bound to the single chain
variable fragment of the non-neutralizing antibody dao5

5NUZ | Junin virus gpl glycoprotein in complex with an antibody fab fragment

Human fab 5h2 bound to nhba-c3 from neisseria meningitidis serogroup b
Crystal structure of anti-alphavbeta3 integrin fab Im609

55V3 Rtal-33/44-198 (rvec) bound to single domain antibody a3c8

693 5U1F Initial contact of hiv-1 env with cd4: cryo-em structure of bg505 ds-sosip trimer in complex with cd4 and
antibody pgt145

695 | 5UGO | Human ancibody ha897 n complex with inluenza hemagglutinin 1 solomon ands/03/2006 |
2.55 a resolution structure of ipad from shigella flexneri in complex with single-domain antibody jmk-h2

Mers s ectodomain trimer in complex with variable domain of neutralizing antibody g4
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743 6A76 Crystal structure of the fab fragment of b5209b, a murine monoclonal antibody specific for the fifth
immunoglobulin domain (ig5) of human robol

745 6A78 Crystal structure of the fifth immunoglobulin domain (ig5) of human robol in complex with the scfv fragment
of murine monoclonal antibody b5209b

6BE4 Crystal structure of a polysaccharide-binding human fab (f598) in complex with nona-n-acetyl-d-glucosamine
(9nac)

6BRB Novel non-antibody protein scaffold targeting cd401

765 6BXC Crystal structure of n-terminal fragment of zebrafish toll-like receptor 5 (tlr5) with lamprey variable lymphocyte
receptor 9 (vIr9) bound

6BXE Crystal structure of variable lymphocyte receptor 9 (vIr9)
769 6BZV Structure of the hepatitis ¢ virus envelope glycoprotein e2 antigenic region 412-423 bound to the gl precursor of
the broadly neutralizing antibody 19b3
771 6BZY Structure of the hepatitis ¢ virus envelope glycoprotein e2 antigenic region 412-423 bound to the 22d11 broadly
neutralizing antibody

Unliganded s25-5 fab
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775 6C5K 525-23 fab in complex with chlamydiaceae Ips (crystal form 2)

777 6C6Y Crystal structure of middle-east respiratory syndrome (mers) coronavirus neutralizing antibody jc57-14 isolated
from a vaccinated rhesus macaque in complex with mers receptor binding domain

6DCV

811 6FAB Three-dimensional structure of murine anti-p-azophenylarsonate fab 36-71. 1. x-ray crystallography,
site-directed mutagenesis, and modeling of the complex with hapten

6FN1 Zosuquidar and uic2 fab complex of human-mouse chimeric abcb1 (abcblhm)
6FR] Crystal structure of scfv-sm3 in complex with apd-sethrgalnac-rp

817 6GK8 Crystal structure of anti-tau antibody dmcbtau-28.1, double mutant (s32r, e35k) of cbtau-28.1, in complex with
tau peptide a7731 (residues 52-71)

6MH2 | Structure of herceptin fab without antigen
Structure of the human 4-1bb / utomilumab fab complex

831 6MPG Cryo-em structure at 3.2 a resolution of hiv-1 fusion peptide-directed antibody, al2v163-b.01, elicited by
vaccination of rhesus macaques, in complex with stabilized hiv-1 env bg505 ds-sosip, which was also bound to
antibodies vrc03 and pgt122

6MQC Vaccine-elicited nhp fp-targeting neutralizing antibody Opv-c.01 in complex with fp (residue 512-519)
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835 6MQM | Vaccine-elicited nhp fp-targeting neutralizing antibody dflw-a.01 in complex with hiv fusion peptide (residue
512-519)

837 6MQS Vaccine-elicited nhp fp-targeting hiv neutralizing antibody a12v163-a.01 in complex with hiv fusion peptide
(residue 512-519)

839 6N1V Cryo-em structure at 4.0 a resolution of vaccine-elicited antibody a12v163-a.01 in complex with hiv-1 env bg505
ds-sosip, and antibodies vrc03 and pgt122

6N5B Broadly protective antibodies directed to a subdominant influenza hemagglutinin epitope

6N5E Broadly protective antibodies directed to a subdominant influenza hemagglutinin epitope

6NB5 Crystal structure of anti- mers-cov human neutralizing lca60 antibody fab fragment

847 6NC2 Amc011 v4.2 sosip env trimer in complex with fusion peptide targeting antibody acs202 fragment antigen
binding

6NEX | Fab fragment of anti-cocaine antibody h2e2

Bg505 md64 n332-gt5 sosip trimer in complex with bgl8-like precursor hmp1 fragmentantigen binding and
base-binding rm20a3 fragment antigen binding
oNMT

865 60T1 Cryo-em structure of vaccine-elicited antibody Opv-b.01 in complex with hiv-1 env bg505 ds-sosip and
antibodies vrc03 and pgt122
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Table 1. Experimentally determined antigen-antibody complex structures inside Protein Data Bank
(PDB [1]) as of February 29, 2020. All the structures were retrieved from the PDB [1] website with a text
search antigen antibody.
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