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Supplementary figure 1. Sex-dependent expressions of ACE2 and TMPRSS2 in healthy lung and LUAD tissues from TCGA and Okayama 2012 datasets
A, B: Box plots comparing ACE2 gene expression between two groups dichotomized among normal lung (A) or LUAD (B) tissues on sex variable: male vs. female
C, D: Box plots comparing TMPRSS2 gene expression between two groups dichotomized among normal lung (C) or LUAD (D) tissues on sex variable: male vs. female
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Supplementary figure 2. Combinatorial effects of aging and smoking on ACE2 and TMPRSS2 expressions from LUAD tissues.
A: Box plots comparing ACE2 expression between two groups dichotomized among non-smokers or smokers on single aging variable: 0-59 vs. above 60
B: Box plots comparing TMPRSS2 expression between two groups dichotomized among non-smokers or smokers on single aging variable: 0-59 vs. above 60
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Supplementary figure 3. ACE2 expression on different metastasis sites from GEO and TCGA datasets, which were experimented in HCMDB database
A: Metastasis tumor of breast cancer: lung vs. other metastasis
B: Primary tumor of clear cell renal cell carcinoma: lung vs. lymph node metastasis 
C: Metastasis tumor of pancreatic cancer: lung vs. lymph node metastasis
D: Primary tumor of colorectal cancer: no metastasis vs. metastasis (liver and lung)
E: Metastasis tumor of castration resistant prostate cancer: bone vs. lung metastasis
F: Primary tumor of testis: no metastasis vs. metastasis (liver, lung and lymph node)
G: Primary tumor of esophageal carcinoma: brain vs. lung metastasis



image1.png
ACE2 expression

050,

ACE2 expression

00,

LUAD - TCGA Okayama 2012
pval =0.17 03 pval=0.23
o4
05
o8
o7
¢
08
08
normal male normal female normal male normal female
25 samples 34 samples 11 samples 9 samples
p-val = 0.58 p-val =0.32

tumor male
240 samples

tumor female
277 samples

tumor male
95 samples

tumor female
109 samples





image2.png
LUAD - TCGA Okayama 2012
p-val = 0.74
< 1ol pval=0.24 .
K=l
7}
I3
I
[} 07s.
o
[0}
[0
ool
o
= 050,
f
10
normal male normal female normal male normal female
25 samples 34 samples 11 samples 9 samples
pval = 0.0012 2 p-val = 0023
2
=
K=l
7}
I3
I
5 '
o
[0}
[0
ha
o
= 3
f

tumor male
240 samples

tumor female
277 samples

tumor male
95 samples

tumor female
109 samples





image3.png
ACE2 gxpres?on R

p-val = 0.51

p-val = 0.004

pression

TMPRSS2 ex

non-smokers non-smokers smokers smokers
tumor tumor tumor tumor
0-58 > 60 0-58 > 60
19 samples 52 samples 113 samples 300 samples

non-smokers non-smokers smokers smokers
tumor tumor tumor tumor
0-58 > 60 0-58 > 60
19 samples 52 samples 113 samples 300 samples





image4.png
A

gene expression

C

8

ACE2 expression

gene expression
6

Group A

ACE2 expression

Group B

P-value: 1.362e-1
Log2FC: 1.073

Group A

Group B

B

gene expression

12

10.

ACE2 expression
P-value: 5.318e.
|Log2FC: 1.887

D

gene expression
10

Group A

Group 8

ACE2 expression

Group A

Group B




image5.png
E

G

gene expression
12

ACE2 expression

gene expression
3

25
2
15
1
05

o

Group A Group_B

ACE2 expression

05

Group A Group B

ne expression

a

ACE2 expression

P-vlzlut: 6.754e-1

}__

Group A

Log2FC: 0.411
§
é

Group B




