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Figure S2. Genetic context of intI genes in Shewanella spp.. Each gene is represented with horizontal arrows and their length is according to the 
size of the gene. Gene cassettes that confer antimicrobial resistance are shown in various shades of red, gene cassettes with coding for other 
proteins are depicted in light blue; attC sites are represented with black or dark gray vertical rectangles. GII introns are represented in purple and 
MGE in orange. Arrows with a red outline indicate that the integron was found in plasmid. Red triangles show In0 structures. Blue triangles show 
gene cassettes with two or three orfs in tandem while as green one show a gene cassette lacking an orf.
The description of genes can be found in Table S7.
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