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Formatted Alighments

ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC
ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC
ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC
ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC
ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC
ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC

ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAACGTC
ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAACGTC
ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAACGTC
ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAACGTC
ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAACGTC
ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAACGTC

ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA
ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA
ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA
ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA
ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA
ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA

AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAT
AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAT
AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAT
AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAT
AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAT

AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAT
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CCAATGTGCGACGAATTCATCAGAGTGCCGGAATGGTCCTACATAGTGGAGCGGGCTAAC
CCAATGTGCGACGAATTCATCAGAGTGCCGGAATGGTCCTACATAGTGGAGCGGGCTAAC
CCAATGTGCGACGAATTCATCAGAGTGCCGGAATGGTCCTACATAGTGGAGCGGGCTAAC
CCAATGTGCGACGAATTCATCAGAGTGCCGGAATGGTCCTACATAGTGGAGCGGGCTAAC
CCAATGTGCGACGAATTCATCAGAGTGCCGGAATGGTCCTACATAGTGGAGCGGGCTAAC
CCAATGTGCGACGAATTCATCAGAGTGCCGGAATGGTCCTACATAGTGGAGCGGGCTAAC

CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG
CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG
CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG
CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG
CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG
CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG

TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT
TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT
TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT
TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT
TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT
TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT

CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC
CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC
CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC
CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC
CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC

CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC
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AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC
AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC
AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC
AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC
AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC
AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC

AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA
AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA
AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA
AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA
AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA
AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA

GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT
GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT
GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT
GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT
GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT
GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT

TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA
TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA
TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA
TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA
TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA

TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA
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AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT
AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT
AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT
AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT
AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT
AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT

GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT
GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT
GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT
GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT
GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT
GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT

ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG
ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG
ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG
ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG
ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG
ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG

ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA
ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA
ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA
ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA
ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA

ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA
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TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA
TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA
TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA
TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA
TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA
TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA

AAGAGAAGAAAAAGGGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG
AAGAGAAGAAAAAGGGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG
AAGAGAAGAAAAAGGGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG
AAGAGAAGAAAAAGGGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG
AAGAGAAGAAAAAGGGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG
AAGAGAAGAAAAAGGGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG

GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGATACGCT
GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGATACGCT
GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGATACGCT
GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGATACGCT
GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGATACGCT
GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGATACGCT

GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATC
GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATC
GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATC
GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATC
GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATC

GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATC
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ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG
ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG
ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG
ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG
ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG
ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG

AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT
AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT
AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT
AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT
AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT
AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT

GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC
GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC
GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC
GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC
GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC
GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC

AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC
AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC
AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC
AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC
AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC

AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC
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GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAAAAATGGG
GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAAAAATGGG
GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAAAAATGGG
GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAAAAATGGG
GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAAAAATGGG
GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAAAAATGGG

ACGTATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA
ACGTATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA
ACGTATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA
ACGTATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA
ACGTATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA
ACGTATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA

GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT
GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT
GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT
GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT
GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT
GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT

TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG
TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG
TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG
TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG
TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG

TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG
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TTACAGTGCAGAATTTGCATTTAG
TTACAGTGCAGAATTTGCATTTAG
TTACAGTGCAGAATTTGCATTTAG
TTACAGTGCAGAATTTGCATTTAG
TTACAGTGCAGAATTTGCATTTAG
TTACAGTGCAGAATTTGCATTTAG]
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