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Formatted Alignments

ATGGAAGACTTTGTGCGACAATGCTTCAATCCAATGATTGTCGAGCTTGCGGAGAAAGCA]
ATGGAAGACTTTGTGCGACAATGCTTCAATCCAATGATTGTCGAGCTTGCGGAGAAAGCA]
ATGGAAGACTTTGTGCGACAATGCTTCAATCCAATGATTGTCGAGCTTGCGGAGAAAGCA]
ATGGAAGNﬂTTTGTGCGACAATGCTTCAATCCAATGATTGTCGAGCTTGCGGAGAAAGCA

ATGAAAGAATATGGGGAAGATCCGAAAATCGAGACAAACAAATTTGCCGCAATATGCACA]
ATGAAAGAATATGGGGAAGATCCGAAAATCGAGACAAACAAATTTGCCGCAATATGCACA]
ATGAAAGAATATGGGGAAGATCCGAAAATCGAGACAAACAAATTTGCCGCAATATGCACA]
ATGAAAGAATATGGGGAAGATCCGAAAATCGAGACAAACAAATTTGCCGCAATATGCACA]

CACTTAGAAGTCTGTTTCATGTATTCGGATTTCCATTTTATTGATGAACGAGGCGAATCA]
CACTTAGAAGTCTGTTTCATGTATTCGGATTTCCATTTTATTGATGAACGAGGCGAATCA]
CACTTAGAAGTCTGTTTCATGTATTCGGATTTCCATTTTATTGATGAACGAGGCGAATCA]
CACTTAGAAGTCTGTTTCATGTATTCGGATTTCCATTTTATTGATGAACGAGGCGAATCA]

ATGATTGTAGAATCTGGCGATCCAAATGCATTATTGAAACACCGATTTGAGATAATCGAA]
ATGATTGTAGAATCTGGCGATCCAAATGCATTATTGAAACACCGATTTGAGATAATCGAA
ATGATTGTAGAATCTGGCGATCCAAATGCATTATTGAAACACCGATTTGAGATAATCGAA]
ATGATTGTAGAATCTGGCGATCCAAATGCATTATTGAAACACCGATTTGAGATAATCGAA]

GGGAGAGACCGAGCAATGGCCTGGACAGTGGTGAATAGTATCTGCAACACCACAGGGGTC
GGGAGAGACCGAGCAATGGCCTGGACAGTGGTGAATAGTATCTGCAACACCACAGGGGTC
GGGAGAGACCGAGCAATGGCCTGGACAGTGGTGAATAGTATCTGCAACACCACAGGGGTC
GGGAGAGACCGAGCAATGGCCTGGACAGTGGTGAATAGTATCTGCAACACCACAGGGGTC

GAAAAGCCCAAATTCCTCCCTGATTTGTATGACTACAAAGAGAACCGATTCATTGAAATT
GAAAAGCCCAAATTCCTCCCTGATTTGTATGACTACAAAGAGAACCGATTCATTGAAATT
GAAAAGCCCAAATTCCTCCCTGATTTGTATGACTACAAAGAGAACCGATTCATTGAAATT

GAAAAGCCCAAATTCCTCCCTGATTTGTATGACTACAAAGAGAACCGATTCATTGAAATT
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GGAGTAACGCGAAGGGAAGTTCACATATACTATTTAGAAAAAGCCAACAAGATAAAATCA
GGAGTAACGCGAAGGGAAGTTCACATATACTATTTAGAAAAAGCCAACAAGATAAAATCA
GGAGTAACGCGAAGGGAAGTTCACATATACTATTTAGAAAAAGCCAACAAGATAAAATCA
GGAGTAACGCGAAGGGAAGTTCACATATACTATTTAGAAAAAGCCAACAAGATAAAATCA

GAGAAAACACATATTCACATATTCTCATTCACTGGAGAGGAAATGGCCACCAAGGCGGAC
GAGAAAACACATATTCACATATTCTCATTCACTGGAGAGGAAATGGCCACCAAGGCGGAC
GAGAAAACACATATTCACATATTCTCATTCACTGGAGAGGAAATGGCCACCAAGGCGGAC
GAGAAAACACATATTCACATATTCTCATTCACTGGAGAGGAAATGGCCACCAAGGCGGAC

TACACCCTTGATGAAGAGAGCAGAGCAAGAATAAAAACCAGACTGTTCACTATAAGACAA
TACACCCTTGATGAAGAGAGCAGAGCAAGAATAAAAACCAGACTGTTCACTATAAGACAA
TACACCCTTGATGAAGAGAGCAGAGCAAGAATAAAAACCAGACTGTTCACTATAAGACAA
TACACCCTTGATGAAGAGAGCAGAGCAAGAATAAAAACCAGACTGTTCACTATAAGACAA

GAAATAGCCAGCAGAGGTCTATGGGATTCCTTTCGTCAGTCCGAGAGAGGCGAAGAGACA
GAAATAGCCAGCAGAGGTCTATGGGATTCCTTTCGTCAGTCCGAGAGAGGCGAAGAGACA
GAAATAGCCAGCAGAGGTCTATGGGATTCCTTTCGTCAGTCCGAGAGAGGCGAAGAGACA
GAAATAGCCAGCAGAGGTCTATGGGATTCCTTTCGTCAGTCCGAGAGAGGCGAAGAGACA

ATTGAAGAAAGATTTGAAATCACAGGAACCATGCGCAGGCTTGCCGACCAAAGTCTTCCA]
ATTGAAGAAAGATTTGAAATCACAGGAACCATGCGCAGGCTTGCCGACCAAAGTCTTCCA]
ATTGAAGAAAGATTTGAAATCACAGGAACCATGCGCAGGCTTGCCGACCAAAGTCTTCCA]
ATTGAAGAAAGATTTGAAATCACAGGAACCATGCGCAGGCTTGCCGACCAAAGTCTTCCA]

CCGAACTTCTCCAGCCTTGAAAACTTTAGAGCCTATGTGGATGGATTCGAACCGAACGGC
CCGAACTTCTCCAGCCTTGAAAACTTTAGAGCCTATGTGGATGGATTCGAACCGAACGGC
CCGAACTTCTCCAGCCTTGAAAACTTTAGAGCCTATGTGGATGGATTCGAACCGAACGGC

CCGAACTTCTCCAGCCTTGAAAACTTTAGAGCCTATGTGGATGGATTCGAACCGAACGGC
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TGCATTGAGGGCAAACTTTCTCAAATGTCAAAAGAAGTGAACGCCAGAATTGAGCCATTT
TGCATTGAGGGCAAACTTTCTCAAATGTCAAAAGAAGTGAACGCCAGAATTGAGCCATTT
TGCATTGAGGGCAAACTTTCTCAAATGTCAAAAGAAGTGAACGCCAGAATTGAGCCATTT
TGCATTGAGGGCAAACTTTCTCAAATGTCAAAAGAAGTGAACGCCAGAATTGAGCCATTT

CTGAAGACAACACCACGCCCTCTCAGATTACCTGATGGGCCTCCCTGTTCTCAGCGGTCG
CTGAAGACAACACCACGCCCTCTCAGATTACCTGATGGGCCTCCCTGTTCTCAGCGGTCG
CTGAAGACAACACCACGCCCTCTCAGATTACCTGATGGGCCTCCCTGTTCTCAGCGGTCG
CTGAAGACAACACCACGCCCTCTCAGATTACCTGATGGGCCTCCCTGTTCTCAGCGGTCG

IAAGTTCTTGCTGATGGATGCCCTTAAGTTGAGCATCGAAGACCCTAGCCATGAGGGGGAG
AAGTTCTTGCTGATGGATGCCCTTAAGTTGAGCATCGAAGACCCTAGCCATGAGGGGH@G
IAAGTTCTTGCTGATGGATGCCCTTAAGTTGAGCATCGAAGACCCTAGCCATGAGGGGGAG
IAAGTTCTTGCTGATGGATGCCCTTAAGTTGAGCATCGAAGACCCTAGCCATGAGGGGGAG

GGCATACCGCTGTATGATGCAATCAAATGCATGAAGACATTTTTTGGCTGGAAAGAGCCC
GGCATACCGCTGTATGATGCAATCAAATGCATGAAGACATTTTTTGGCTGGAAAGAGCCC
GGCATACCGCTGTATGATGCAATCAAATGCATGAAGACATTTTTTGGCTGGAAAGAGCCC
GGCATACCGCTGTATGATGCAATCAAATGCATGAAGACATTTTTTGGCTGGAAAGAGCCC

AACATCGTAAAGCCGCATGAGAAAGGCATAAACCCTAATTACCTCCTGGCTTGGAAGCAG
AACATCGTAAAGCCGCATGAGAAAGGCATAAACCCTAATTACCTCCTGGCTTGGAAGCAG
AACATCGTAAAGCCGCATGAGAAAGGCATAAACCCTAATTACCTCCTGGCTTGGAAGCAG
AACATCGTAAAGCCGCATGAGAAAGGCATAAACCCTAATTACCTCCTGGCTTGGAAGCAG

GTGCTGGCAGAACTTCAAGACATTGAAAATGAGGAGAAAATTCCAAAAACAAAGAACATG
GTGCTGGCAGAACTTCAAGACATTGAAAATGAGGAGAAAATTCCAAAAACAAAGAACATG
GTGCTGGCAGAACTTCAAGACATTGAAAATGAGGAGAAAATTCCAAAAACAAAGAACATG

GTGCTGGCAGAACTTCAAGACATTGAAAATGAGGAGAAAATTCCAAAAACAAAGAACATG
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AAGAAAACAAGCCAATTGAAGTGGGCACTTGGTGAGAACATGGCTCCAGAAAAAGTGGAC
AAGAAAACAAGCCAATTGAAGTGGGCACTTGGTGAGAACATGGCTCCAGAAAAAGTGGAC
AAGAAAACAAGCCAATTGAAGTGGGCACTTGGTGAGAACATGGCTCCAGAAAAAGTGGAC
AAGAAAACAAGCCAATTGAAGTGGGCACTTGGTGAGAACATGGCTCCAGAAAAAGTGGAC

TTTGAGGACTGCAAAGATGTTAGCGATCTAAGACAGTACGACAGTGACGAACCAGAGTCT
TTTGAGGACTGCAAAGATGTTAGCGATCTAAGACAGTACGACAGTGACGAACCAGAGTCT
TTTGAGGACTGCAAAGATGTTAGCGATCTAAGACAGTACGACAGTGACGAACCAGAGTCT
TTTGAGGACTGCAAAGATGTTAGCGATCTAAGACAGTACGACAGTGACGAACCAGAGTCT

IAGATCACTAGCAAGCTGGATTCAGAGTGAATTCAACAAGGCATGCGAACTGACAGATTCG
IAGATCACTAGCAAGCTGGATTCAGAGTGAATTCAACAAGGCATGCGAACTGACAGATTCG
IAGATCACTAGCAAGCTGGATTCAGAGTGAATTCAACAAGGCATGCGAACTGACAGATTCG
IAGATCACTAGCAAGCTGGATTCAGAGTGAATTCAACAAGGCATGCGAACTGACAGATTCG

IAGTTGGATTGAACTTGATGAGATAGGGGAAGACGTTGCTCCAATCGAACACATTGCGAGT
AGTTGGATTGAACTTGATGAGATAGGGGAAGACGTTGCTCCAATCGAACACATTGCGAGT
AGTTGGATTGAACTTGATGAGATAGGGGAAGACGTTGCTCCAATCGAACACATTGCGAGT
AGTTGGATTGAACTTGATGAGATAGGGGAAGACGTTGCTCCAATCGAACACATTGCGAGT

GTGAGGAGGAACTATTTCACAGCGGAGGTATCCCATTGCAGGGCCACTGAATACATAATG
GTGAGGAGGAACTATTTCACAGCGGAGGTATCCCATTGCAGGGCCACTGAATACATAATG
GTGAGGAGGAACTATTTCACAGCGGAGGTATCCCATTGCAGGGCCACTGAATACATAATG
GTGAGGAGGAACTATTTCACAGCGGAGGTATCCCATTGCAGGGCCACTGAATACATAATG

AAGGGAGTATACATAAACACAGCCCTATTGAATGCATCCTGTGCAGCCATGGATGACTTC
AAGGGAGTATACATAAACACAGCCCTATTGAATGCATCCTGTGCAGCCATGGATGACTTC
AAGGGAGTATACATAAACACAGCCCTATTGAATGCATCCTGTGCAGCCATGGATGACTTC

AAGGGAGTATACATAAACACAGCCCTATTGAATGCATCCTGTGCAGCCATGGATGACTTC
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CAACTGATTCCAATGATAAGTAAGTGCAGAACTAAAGAAGGAAGACGGAAGACAAATCTG
CAACTGATTCCAATGATAAGTAAGTGCAGAACTAAAGAAGGAAGACGGAAGACAAATCTG
CAACTGATTCCAATGATAAGTAAGTGCAGAACTAAAGAAGGAAGACGGAAGACAAATCTG
CAACTGATTCCAATGATAAGTAAGTGCAGAACTAAAGAAGGAAGACGGAAGACAAATCTG

TATGGATTCATTATAAAAGGAAGATCCCATTTGAGGAATGACACCGATGTGGTAAACTTT
TATGGATTCATTATAAAAGGAAGATCCCATTTGAGGAATGACACCGATGTGGTAAACTTT
TATGGATTCATTATAAAAGGAAGATCCCATTTGAGGAATGACACCGATGTGGTAAACTTT
TATGGATTCATTATAAAAGGAAGATCCCATTTGAGGAATGACACCGATGTGGTAAACTTT

GTGAGCATGGAATTCTCTCTAACTGACCCGAGGCTAGAGCCACACAAATGGGAAAAGTAC
GTGAGCATGGAATTCTCTCTAACTGACCCGAGGCTAGAGCCACACAAATGGGAAAAGTAC
GTGAGCATGGAATTCTCTCTAACTGACCCGAGGCTAGAGCCACACAAATGGGAAAAGTAC
GTGAGCATGGAATTCTCTCTAACTGACCCGAGGCTAGAGCCACACAAATGGGAAAAGTAC

TGTGTTCTTGAGATAGGAGACATGCTCCTACGGACTGCAATAGGCCAAGTGTCGAGGCCC
TGTGTTCTTGAGATAGGAGACATGCTCCTACGGACTGCAATAGGCCAAGTGTCGAGGCCC
TGTGTTCTTGAGATAGGAGACATGCTCCTACGGACTGCAATAGGCCAAGTGTCGAGGCCC
TGTGTTCTTGAGATAGGAGACATGCTCCTACGGACTGCAATAGGCCAAGTGTCGAGGCCC

ATGTTCCTGTATGTGAGAACCAATGGGACTTCCAAGATCAAAATGAAATGGGGCATGGAG
ATGTTCCTGTATGTGAGAACCAATGGGACTTCCAAGATCAAAATGAAATGGGGCATGGAG
ATGTTCCTGTATGTGAGAACCAATGGGACTTCCAAGATCAAAATGAAATGGGGCATGGAG
ATGTTCCTGTATGTGAGAACCAATGGGACTTCCAAGATCAAAATGAAATGGGGCATGGAG

ATGAGGCGATGCCTTCTTCAGTCCCTTCAACAAATTGAGAGCATGATTGAGGCCGAATCT
ATGAGGCGATGCCTTCTTCAGTCCCTTCAACAAATTGAGAGCATGATTGAGGCCGAATCT
ATGAGGCGATGCCTTCTTCAGTCCCTTCAACAAATTGAGAGCATGATTGAGGCCGAATCT

ATGAGGCGATGCCTTCTTCAGTCCCTTCAACAAATTGAGAGCATGATTGAGGCCGAATCT
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TCTGTCAAAGAGAAGGACATGTCCAAGGAATTCTTTGAAAACAAATCAGAAACATGGCCA]
TCTGTCAAAGAGAAGGACATGTCCAAGGAATTCTTTGAAAACAAATCAGAAACATGGCCA]
TCTGTCAAAGAGAAGGACATGTCCAAGGAATTCTTTGAAAACAAATCAGAAACATGGCCA]
TCTGTCAAAGAGAAGGACATGTCCAAGGAATTCTTTGAAAACAAATCAGAAACATGGCCA]

ATTGGAGAATCACCCAAAGGGGTGGAGGAAGGCTCTATTGGGAAAGTATGCAGAACATTG
ATTGGAGAATCACCCAAAGGGGTGGAGGAAGGCTCTATTGGGAAAGTATGCAGAACATTG
ATTGGAGAATCACCCAAAGGGGTGGAGGAAGGCTCTATTGGGAAAGTATGCAGAACATTG
ATTGGAGAATCACCCAAAGGGGTGGAGGAAGGCTCTATTGGGAAAGTATGCAGAACATTG

CTAGCAAAGTCTGTGTTCAACAGCCTATATGCATCTCCACAACTCGAGGGGTTTTCAGCT
CTAGCAAAGTCTGTGTTCAACAGCCTATATGCATCTCCACAHCTCGAGGGGTTTTCAGCT
CTAGCAAAGTCTGTGTTCAACAGCCTATATGCATCTCCACAACTCGAGGGGTTTTCAGCT
CTAGCAAAGTCTGTGTTCAACAGCCTATATGCATCTCCACAACTCGAGGGGTTTTCAGCT

GAATCAAGAAAATTGCTTCTCATTGTTCAGGCACTTAGGGACAACCTGGGACCTGGAACC
GAATCAAGAAAATTGCTTCTCATTGTTCAGGCACTTAGGGACAACCTGGGACCTGGAACC
GAATCAAGAAAATTGCTTCTCATTGTTCAGGCACTTAGGGACAACCTGGGACCTGGAACC
GAATCAAGAAAATTGCTTCTCATTGTTCAGGCACTTAGGGACAACCTGGGACCTGGAACC

TTCGATCTTGGGGGGCTATATGAAGCAATTGAGGAGTGCCTGATTAACGATCCCTGGGTT
TTCGATCTTGGGGGGCTATATGAAGCAATTGAGGAGTGCCTGATTAACGATCCCTGGGTT
TTCGATCTTGGGGGGCTATATGAAGCAATTGAGGAGTGCCTGATTAACGATCCCTGGGTT

TTCGATCTTGGGGGGCTATATGAAGCAATTGAGGAGTGCCTGATTAACGATCCCTGGGTT
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TTGCTTAATGCGTCTTGGTTCAACTCCTTCCTCACACATGCACTGAAATAG
TTGCTTAATGCGTCTTGGTTCAACTCCTTCCTCACACATGCACTGAAATAG
TTGCTTAATGCGTCTTGGTTCAACTCCTTCCTCACACATGCACTGAAATAG

TTGCTTAATGCGTCTTGGTTCAACTCCTTCCTCACACATGCACTGAAATAG
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