Supplementary Material




Supplementary Fig. S1. Effect of WPH and treadmill exercise on gut microbiome diversity.NOR, normal; CON, control; EXR, exercise; WPH-L/H, low-dose/high-dose whey protein hydrolysate; EWPH_L/H, exercise + low-dose/high-dose whey protein hydrolysate




Supplementary Fig. S2. Effect of WPH and treadmill exercise on the gut microbiome composition at the (A) class, (B) order, and (C) family level. NOR, normal; CON, control; EXR, exercise; WPH-L/H, low-dose/high-dose whey protein hydrolysate; EWPH_L/H, exercise + low-dose/high-dose whey protein hydrolysate.
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A. Akkernansiaceae
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B. Rikenellaceae
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C. Clostridiaceae
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D. Eubacteriaceae
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E. Lachnospiraceae
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F. Muribaculaceae

*

B. Family
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A. Verrucomicrobiae
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B. Verrucomicrobiales
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C. Bacteroidia

*

N

O

R

C

O

N

E

X

R

W

P

H

_

L

W

P

H

_

H

E

W

P

H

_

L

E

W

P

H

_

H

0

20

40

60

R

e

l

a

t

i

v

e

 

a

b

u

n

d

a

n

c

e

 

(

%

)

D. Bacteroidales
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E. Actinomycetes
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F. Eubacteriales
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A. Class & Order



