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	Exome Germline Single Sample
	Exome Germline Single Sample
	Human exome sequencing data
	Exome Germline Single Sample Overview
	Exome Germline Single Sample
	Van der Auwera & O'Connor, 2020
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	Imputation
	Multi-sample variants calls from genotyping array data
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	MethylC-Seq (CEMBA)
	CEMBA
	Multiplexed single-nucleus bisulfite sequencing data
	CEMBA Overview
	CEMBA
	Luo et al. 2017
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	Optimus
	10x Genomics V2 and V3 3' single-cell and single-nucleus data 
	Optimus Overview
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	Single-Cell ATAC (scATAC)
	scATAC
	Single-cell ATAC-seq data from nuclear isolates
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	scATAC 
	Fang et al. (2021)
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	Slide-Seq
	Spatial transcriptomic data
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	Slide-seq
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	Smart-seq2 Single Nucleus Multi-Sample
	Single-cell data generated with Smart-seq2 assays
	Smart-seq2 Single Nucleus Multi-Sample Overview
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	Whole Genome Germline Single Sample
	Whole Genome Germline Single Sample
	Human whole-genome paired-end sequencing data
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	Van der Auwera & O'Connor, 2020




