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Figure S8: Summary of physical features of the LRAR at locus 1 035 000-1 042 500 bp on
chromosome 1 of FSP34, relative to its RIP mutation and GC content. (A) Line chart
depicting changes in predicted curvature (green) and bendability (blue). (B) Bar chart
illustrating changes in GC content. (C) Bar chart illustrating changes in RIP composite index
values. Values above 0 indicate RIP.



