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Figure S2. MISF2 gene expression pattern during Arabidopsis development. The expression pattern of MISF2 was analyzed using
publicly available microarray and high-throughput RNAseq databases, including (a) ‘The Arabidopsis Information Resource’
(TAIR; http://www.arabidopsis.org), and (b) ‘Genevestigator analysis toolbox” database (Hruz et al. 2008, Zimmermann et al. 2004).
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