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Descrizione generata automaticamente]Figure S1. Details of the cell cycle analysis performed on iNSCs. 
Detailed representation of the data analysis performed using FCS Express version 7. Contour and histogram plot are shown for all the samples analyzed, as well as the % of gated cells enclosed by each marker which highlight the different phases of the cell cycle.
[image: Immagine che contiene testo, diagramma, schermata, Parallelo

Descrizione generata automaticamente]Figure S2. Details of the cell cycle analysis performed on MSCs. 
Detailed representation of the data analysis performed using FCS Express version 7. Contour and histogram plot are shown for all the samples analyzed, as well as the % of gated cells enclosed by each marker which highlight the different phases of the cell cycle.
[image: Immagine che contiene testo, Carattere, diagramma, schermata

Descrizione generata automaticamente]Figure S3. Schematic summary of the experimental protocol followed.
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