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Figure S1. Visualisations of Gene Ontology (GO) enrichment analysis in biological process for 599 differential expressed genes (DEGs) with p values less than 0.05.


[image: A diagram of a circle with lines and dots

Description automatically generated]
Figure S2. Visualisations of Gene Ontology (GO) enrichment analysis in cellular component for 599 differential expressed genes (DEGs) with p values less than 0.05.
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Figure S3. Visualisations of Gene Ontology (GO) enrichment analysis in molecular function for 599 differential expressed genes (DEGs) with p values less than 0.05.
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