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0.6

pDCs cells/ml (x10°9)

0.15
0 '
0 1 2
Clinical score
W HCw £ | Non-ICU ¢ B cus i Noniicus [ cus B Hew 3 W Al
y = NaNx + NaN y = 2.445x + 0.4197 y =13.98x + 49.47 y=1707x +1.798 y=4129x - 29.07 y = NaNx + NaN y =2.575x + 0.3663
R2 = NaN R2=0.083 R2=0.174 R2=0.0603 R? = 0.0466 R2 = NaN R2=0.294
r = NaN r=0.288 r=0.417 r=0.246 r=-0.216 r = NaN r=0.542
p=0.5 p=0.123 p=0124 p=0.165 p =0.287 p=10.5 p=10"104
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Clinical score

W HCw ¢ ___ Non-ICU ¢ B cus W Non-ICU 3 B cus B Hew W Al
y = NaNx + NaN y = 0.385x + 0.8714 y = 0.2122x - 3.207 y = 0.7376x + 0.4807 y = 0.1488x - 2.871 y = NaNx + NaN y =0.4972x + 0.8688
R? = NaN H*=0.213 R?=0.176 R2'=0.556 R? = 0.0454 R? = NaN R2=0.374
r=NaN r=0.461 r=-042 r=0.746 r=-0.213 r=NaN r=0.612
p=0.5 p=0.0223 p =0.0915 p=10-59 p=0.289 p=0.5 p=10-106
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0 0.8 1.6 2.4 3.2 4
Treatment Count
B HCcw ¢ | Non-ICU ¢ B cuzs Wl Non-iCU 3 B cus B Hew 3 Y
y = NaNx + NaN y =0.25689x + 0.6959 y = 0.1294x + 0.7477 y =0.249x + 0.5602 y =0.56025x + 0.9295 y = NaNx + NaN y = 0.1188x + 0.8703
R? = NaN R2=0.117 R2 =0.0101 R2 = 0157 R2=0.227 R? = NaN R2=0.117
r = NaN r=0.342 r=01 r=0.397 r=0.476 r = NaN r=0.342
p=0.5 p=0.0837 p=0.365 p=0.0303 p=0.0736 p=05 p=10-36
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Clinical score
§ HCW £ | Non-ICU ¢ B cus W Non-ICU 3 B cus B Hew s A
y=NaNx+NaN y=0.02679x°- 0.129x° + 01359x - 01941 y=0.03151x- 01492 y=0.0211x%-0.09298x + 0.2607 y=0.04777x-0.2171 y=NaNx+NaN y=0.06213x-0.28
R2 = NaN R2=0.126 R?2 = 0.381 R2=0125 R2=0.513 R2 = NaN R2=0.271
r=NaN r=-0.0976 r=-0.617 r=-0.22 r=-0.716 r = NaN r=-0.521
p=0.5 p=0.349 p=0.0278 p=0.197 p=0.00363 p=0.5 p=10-23
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0.6
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pDCs cells/ml (x106)
e
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0 0.8 1.6 2.4 3.2
Treatment Count

| HCW £ | Non-ICU ¢ Il cus wul Non-icu s ] 1cu s B How & g AN
y=NaNx + NaN y=0.9779x*+ 8.824x3 - 25.28x? + 23.86x - 01457 y=13.35x?-7217x+104.7 y=1.621x+2.291 y=4.208x?-20.39x+31.03 y=NaNx+NaN y=3104x+ 0.6
R2 = NaN R2 =011 R2=0.356 R? =0.0604 R2=0.199 R? = NaN R2=0.231
r =NaN r=-0.0756 r=0.416 r=0.246 r=0.241 r = NaN r=0.481
p=10.5 p=0.366 p=0.125 p=0.165 p=0.265 p=0.5 p=10-78
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