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	Coef. (95% CI)
	P-value

	Azithromycin/macrolides
	-0.10 (-1.23- 1.03)
	0.856

	Ceftriaxone/betalactams
	-0.30 (-1.36- 0.77)
	0.572
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	Coef. (95% CI)
	P-value

	Azithromycin/macrolides
	3.37 (-4.83- 11.57)
	0.414

	Ceftriaxone/betalactams
	-0.89 (-4.19- 2.41)
	0.590
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	Antimicrobial consumption/gene abundance
	Coef. (95% CI)
	P-value

	Azithromycin/macrolides
	0.09 (-0.45- 0.63)
	0.740

	Ceftriaxone/betalactams
	0.19 (-0.69- 1.07)
	0.676

	Fluoroquinolone/fluoroquinolone
	0.14 (-1.12 -1.40)
	0.827

	Tetracycline/tetracycline
	0.42 (-0.24- 1.08)
	0.215
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	Antimicrobial consumption/gene abundance
	Coef. (95% CI)
	P-value

	Azithromycin/macrolides
	2.30 (-1.23- 5.83)
	0.202

	Ceftriaxone/betalactams
	2.07 (-0.84- 4.99)
	0.163

	Fluoroquinolone/fluoroquinolone
	-2.65 (-6.03 -0.74)
	0.126

	Tetracycline/tetracycline
	-3.21 (-11.4- 4.95)
	0.440



