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1. Supplementary Figures1

Figure S1. Biological process results of whole expressed genes in CP-1002, CP-258, CP-13, CP-T1
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Figure S2. Cellular Components results of whole expressed genes in CP-1002, CP-258, CP-13, CP-T1

Figure S3. Molecular function results of whole expressed genes in CP-1002, CP-258, CP-13, CP-T1
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Figure S4. Pathways of the clusters where the influential genes are present in the whole expressed
genes network in CP-258.
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Figure S5. Pathways of the clusters where the influential genes are present in the whole expressed
genes network in CP-13.

Figure S6. Pathways of the clusters where the influential genes are present in the Deferentially
expressed genes network in CP-258.
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Figure S7. Pathways of the clusters where the influential genes are present in the Deferentially
expressed genes network in CP-1002.

Figure S8. Pathways of the clusters where the influential genes are present in the Deferentially
expressed genes network in CP-13.
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Figure S9. Pathways of the clusters where the influential genes are present in the Deferentially
expressed genes network in CP-T1.
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