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Figure S2. The proportions of strongly decisive sites supporting each topology are stable with respect to model
complexity when a rich taxon sample is analyzed. Three 25,000 site datasets corresponding to the SS data subsets were
chosen to explore the impact of increasing model complexity and adding taxa. The results of analyzing sparse taxon
samples (left) were unstable, shifting from T3 to T2 as model complexity was increased. The results of analyses using the
97-taxon dataset were robust to changes in model complexity. Results for the RSA subsetsare presented in the main text
as Figure 4.



