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Table S2. Geographic records used to infer the ecological niche of bat SARS-CoV-like viruses 
 
Country locality Latitude Longitude References 
China Guangdong 22.65334 113.05734 [1,2] 
China Guangxi, Nanning 22.81700 108.36653 [1,3] 
China Guizhou, Anlong 25.09900 105.44269 [4] 
China Hebei 38.71913 114.80067 [1,2] 
China Henan, Jiyuan 35.06725 112.60192 [1,4] 
China Hong Kong 22.37425 114.08477 [5] 
China Hong Kong 22.42819 114.06778 [5] 
China Hubei, Yichang 30.69197 111.28647 [3] 
China Jilin, Tonghua county 41.67981 125.75925 [1,6] 
China Shaanxi 33.99589 107.48343 [1,2] 
China Shanxi 37.27425 111.24516 [1,2] 
China Yunnan, Baoshan 25.11206 99.16175 [7] 
China Yunnan, Kunming 24.88008 102.83289 [7-9] 
China Yunnan, Lufeng 25.15011 102.07903 [10] 
China Yunnan, Mangshi 24.43369 98.58808 [11] 
China Yunnan, Menglian 22.32911 99.58417 [6] 
China Zhejiang, Longquan 28.07464 119.14147 [4] 
China Zhejiang, Daishan 30.26671 122.22394 [1,12] 
Korea Jeongbuk 35.42772 127.13625 [13,14] 
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