[bookmark: _GoBack]Table S2. Signature pattern residues in the Pol proteins of 96 Korean subclade of HIV-1 subtype B.
	31 Korean signature nucleotides and 11 Korean signature amino acids residues

	Position in NL43
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	KSB (n = 96)
	G81
	A94
	G90
	A74
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	31 Korean signature nucleotides and 11 Korean signature amino acids residues

	Position in NL43
	3776
	3839
	3896
	3951
	2959
	4016
	4106
	4268
	4320
	4415
	4530
	4600
	4859
	4866
	4950
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	Western B (n = 31)
	C31
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	KSB (n = 96)
	T95
	A92
	A93
	C81
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	G82
	C95
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	C93
	C96
	T74
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In total, 31 residues were found to be Korean signature nucleotide residues based on the criteria (>75%) applied in a previous study [2]. All 11 Korean signatures amino acids were derived from minor amino acids from Western subtype B. This finding provides evidence for a founder effect because KSB was derived from its parent, Western subtype B [5,6]. Position in NL43* denotes from the initial codon of protease coding protein. In total, 11 Korean signature amino acids (KSAA)a originated from nonsynonymous changes from Western subtype B.

