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M00060: KDO2−lipid A biosynthesis, Raetz pathway M00063: CMP−KDO biosynthesis

200 300 400 500 600 200 300 400 500 600

5000

10000

ObservedSpecies (Nanopore Centrifuge)

m
od

ul
eA

bu
nd

an
ce

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●

●

●

● ●
●

●

●

●

●

●

●

●

R = − 0.61 , p = 0.00021

●

●

●

●

●

● ●

●

●

●

●●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●●●

● ●

●

R = − 0.45 , p = 0.0091

M00060: KDO2−lipid A biosynthesis, Raetz pathway M00063: CMP−KDO biosynthesis
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M00060: KDO2−lipid A biosynthesis, Raetz pathway M00063: CMP−KDO biosynthesis
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