Additional file S8

MO00060: KDO2-lipid A biosynthesis, Raetz pathway MO00063: CMP-KDO biosynthesis
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MO00060: KDO2-lipid A biosynthesis, Raetz pathway MO00063: CMP-KDO biosynthesis
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MO00060: KDO2-lipid A biosynthesis, Raetz pathway M00063: CMP-KDO biosynthesis
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MO00060: KDO2-lipid A biosynthesis, Raetz pathway MO00063: CMP-KDO biosynthesis
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