Supplementary table 1

Data from previous RT-qPCRs studies of miR-199a-5p levels after SCI

Ctrl 3 dpi 7 dpi
raw data+SD 7.83+0.13 8.62+0.49 8.89+0.52
Yunta et al.,
2012 o
statistics 1.5E-02
raw data+SD 1867.89+262.17 | 1881.33+552.14
Chen et al.,
2022 o
statistics 3.329
Liu et al., 2009 raw data+SD - - 1.02+0.97
(Fold change =
log2(SCl/ tatisti 2.2E-01
SHAM)) statistics 2E-
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Supplementary table 2

Table 1. % of neurons expressing miR-199a-5p in dorsal and ventral horn in
uninjured and after SCL

Neurons non-injured 3 dpi 7 dpi
Dorsal horn 19.22 +3.13% 21.53 +1.82% 22.04 +10.94%
Ventral horn 55,36 +3.61% 62.74 +7.15% 48.27 +4.38%

Table 2. Spatial distribution % of neural cells expressing miR-199a-5p in uninjured
and after SCI.

Neural cells non-injured 3 dpi 7 dpi
Rostral (-0.5

ostral (-0.5mm 27 +42% 39.86 +8.9 2034453
from epicenter)
Caudal (+0.5

audal (+0.5 mm 24.01+5.67% 35.79+19.72 14.68 +1.21

from epicenter)



