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Nox1, NoxA1 and NoxO1 mRNA expression in Hek293 cells overexpressing single 

components of the Nox1 centered NADPH oxidase. 2^(-ΔΔCt) to untreated Hek293 

cells. mean�SEM; n=6
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Supplemental figure 3

(A) Nox1, NoxA1 and NoxO1 mRNA expression in Hek293 cells overexpressing 

single components of the Nox1 centered NADPH oxidase and ROS measurment in 

constitutive NoxO1 overexpressing cells transfected with  Nox1/NoxA1. 2^(-ΔΔCt) to 

untreated Hek293; mean�SEM; n=5

ROS formation as measured by L-012 mediated chemiluminescence in Hek293 cells 

over expressing Nox1, NoxA1 and NoxO1 (B) and in HEK293 with constitutive 

overexpression of NoxO1 transfected with Nox1 and NoxA1 (C). Over expression at 

accelerating concentration as indicated.AU - arbitrary units, rel. AUC - relative area 

under the curve: 1 equals the mean of all data points per experiment; mean�SEM; 

n=4
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Supplemental figure 3

(A) Nox1, NoxA1 and NoxO1 mRNA expression in Hek293 cells overexpressing single components of the Nox1 centered NADPH oxidase and ROS measurment in constitutive NoxO1 overexpressing cells transfected with  Nox1/NoxA1. 2^(-ΔΔCt) to untreated Hek293; mean±SEM; n=5

ROS formation as measured by L-012 mediated chemiluminescence in Hek293 cells over expressing Nox1, NoxA1 and NoxO1 (B) and in HEK293 with constitutive overexpression of NoxO1 transfected with Nox1 and NoxA1 (C). Over expression at accelerating concentration as indicated. AU - arbitrary units, rel. AUC - relative area under the curve: 1 equals the mean of all data points per experiment; mean±SEM; n=4
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Supplemental figure 4

ROS formation in CaCo2, MCF7 and MDA-MB231 overexpressing increasing plasmid amounts 

of GFP or Nox1/NoxA1/NoxO1 as indicated. AU - arbitrary units, AUC - area under the curve; ; 

mean�SEM; n=5
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Supplemental figure 4

ROS formation in CaCo2, MCF7 and MDA-MB231 overexpressing increasing plasmid amounts of GFP or Nox1/NoxA1/NoxO1 as indicated. AU - arbitrary units, AUC - area under the curve; ; mean±SEM; n=5
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Supplemental figure 1

NoxO1 mRNA expression per copy of GAPDH 

in murine tissue. 1 biopsy per C75Bl6 mouse 

(n=4); RT-qPCR in duplicates per sample; 

mean�SEM
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Supplemental figure 1

NoxO1 mRNA expression per copy of GAPDH in murine tissue. 1 biopsy per C75Bl6 mouse (n=4); RT-qPCR in duplicates per sample; mean±SEM
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