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Fig. S1: Sequence alignment of a 16S rRNA gene stretch amplified in samples 1209-F5-W (9-A9) and 1396-F8-M (9-C12). The 16S rRNA gene sequence stretch relevant for the phytoplasma subgroup identification using iPhyClassifier is depicted. In this alignment the amplicon sequence (query) from the nested PCR of sample 1209-F5-W (9-A9) and 1396-F8-M (9-C12) is compared to the reference sequence from 'Ca. P. asteris' (M30790.1). Both samples share over 99 % 16S rRNA sequence similarity to the 'Ca. P. asteris' reference strain, belonging to the 16SrI group. The sequence from sample 1209-F5-W (9-A9) is 100 % identical to the sequence of the 16SrI-L subgroup reference strain GU223209.1 (A). The sequence of 1396-F8-M (9-C12) is 100 % identical to the 16SrI-B subgroup reference strain AP006628.2 (B). Sequence alignment was performed using the software Geneious 11.1.5 (https://www.geneious.com). 
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GU223209.1 (165r1-L) GACCTAGCAATAGGTATGCTTAGGGAGGAGCTTGCGTCACATTAGTTAGTTGGT GGGGT AAAGGCCTAACAAGACTATGATGTGTAGCCGGGCTGAGAGGTTGAAC CATTGGGACTGAG
M30790.1 (Ca. P. asteris, 165r1) GACCTAGCAATAGGTATGC TTAGGGAGGAGC TTGCGTCACATTAGTTAGTTGGTGGGGTAAAGGCCTA CAAGACTATGATGTGTAGCCGGGC TGAGAGGT TGAACGGCCACATTGGGACTGAG
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M30730.1 (Ca. P. asteris, 165r)  ACACGGCCCAAACTCCTACGGGAGGCAGCAGTAGGGAATTTTCGGCAATGGAGGAAACTCTGACCGAGCAACGCCGCGTGARCGATGAAGTATTTCGGTACGTARAGTTCTTTTATTAGGGAAG AATARATGATGGAAAAATCATT CTGACGGTACCTAATGAATAAGCCCCGGCTA
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FIID M30790.1 (Ca. P. asteris, 165rl)  ACACGECCCARACTCCTACGGGAGGCAGCAGT AGGGAATTTTCGECAATGGAGCARACTCTGACCGAGCAACGCCGCGTGAACGATGAAGTATTTCGGTACGTAAGTTCTTTTATTAGGGAAG AATAAATGATGGARAAATCATT CTGACGGTACCTAATGAATAAGCCCCGGCTA
ey = = |—|

9-C12 (query)

FEVAP006628.2 extraction (165r1-B)
FiIb M30790.7 (Ca. P. asteris, 165r1)

Identity

9-C12 (query)
REUAPO0B628.2 extraction (165r1-B)
FID M30790.1 (Ca. P. asteris, 165r1)

Identity

9-C12 (query)
FE AP006628.2 extraction (165r1-B)
Fi M30790.1 (Ca. P. asteris, 165r1)

Identity

9-C12 (query)

ACTATGTGCCAGCAGCCGCGGTAATACATAGGGGGECAAGCGTTATCCGGAATTAT TGEGCGTAAAGGGTGCGTAGGCGGTTAAATAAGTTTATGGTCTAAGTGCAATGCTCAACATTGTGATGCTATAAAAACT GTTTAGCT AGAGTAAGATAGAGGCAAGTGGAAT

ATGTGTAGT

sac 50 570 550 590 600 3 620 630 640 650 0 670 55 690 70 710

486 496 506 516 526 546 55 566 576 536 59 606 616 626 636 646
GGTAAAATGCGTAAATATATGGAGGAACACCAGTAGCGAAGGEGECTTGCTGAGTCTTTACTACGCT GAGGEACGARAGCGTGGGGAGCAAACAGGATTAGATACCC TG TAGTCCACGCCGTAAACGATGAGTACTAAACATTGGGTAAAACCAGTGTTGAAGTTAACACATTAAGT
COGCTTGCTGGGTCTTTACTGACGC TGAGGCACGAAAGCGTGGGEAGCAAACAGGAT TAGATACCCT GG TAGTCCACGECGTARACGATGAGTACTAAACGTTGGGTAAMACCAGTGTTGAAGTTAACACATTAAGT

7 7 790 800 10 820 830 40 0 70

GGTAAAATGCGTAAATATATGGAGGAACACCAGTAGCGAAG
740

890

66 736 5

815 26 836

00 o1 520 930 10 950 5 970 95 590 000 1010 20 1,030 ac 1,050 1061 1,070

846 856 866 76 886 896 0 916 926 3 945 956 966 976 986 996 1,006 1.016
GTTGTCGTCAGCTCATGTCaTGAGATGTTGGGT TAAGTCCCGCAACGAGCGCAACCCTTATTGT TAGT TACCAGEACGTAATGGT GEGEACTTTAGCAAGAC TGLCAGTGATAART TGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCC TTATGACC TGAGC TACAAACGTGAT

FEY AP06628.2 extraction (165r1-B)
Fup M30790.1 (Ca. P. asteris, 165r1)

Identity

9-C12 (query)
FEU AP006628.2 extraction (165r1-B)
FIp M30790.1 (Ca. P. asteris, 165r1)

GTTGTCGTCAGCTCGTGTCaTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATTGTTAGTTACCAGCACG TAATGGTGGGGACTT TAGCAAGACTGCCAGTGAT AAATTGGAGGAAGGTGGGGACGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACAAACGTGAT

1,080 1,090 1,100 1120 1,130 1,140 150 1,160 1170 1,180 1190 1,200 1.210 1,220 1.230 1,240 146
1.026 1036 1,046 1056 6 1.076 1086 1.09¢ 1.106 1116 1 1136 1.146

ACAATGGCTGTTACAAAGGETAGCTGAAGCGCAAGTTTTTGGCGAATCTCAAMAAAAACAGTCTCAGTTCGGATTGAAGTCTGCAACTCGACTTCATGAAGTTGGAATCGCTAGTAATCGCGAAT CA





