Table.S1 Candidate genes in target region
	Gene ID
	ORF No.
	Gene start (bp)
	Gene end (bp)
	Putative function

	LOC_Os01g10630.1
	ORF1
	5675585
	5679551
	Expressed protein

	LOC_Os01g10640.1
	ORF2
	5685594
	5686401
	Expressed protein

	LOC_Os01g10650.1
	ORF3
	5689889
	5690347
	Hypothetical protein

	LOC_Os01g10660.1
	ORF4
	5693664
	5693990
	Expressed protein

	LOC_Os01g10670.1
	ORF5
	5695273
	5695584
	Expressed protein

	LOC_Os01g10680.1
	ORF6
	5699651
	5707758
	GIL1, Expressed protein

	LOC_Os01g10690.1
	ORF7
	5718883
	5724184
	OLD3-Putative DNA polymerase delta complex subunit

	LOC_Os01g10700.1
	ORF8
	5727326
	5729756
	D-mannose binding lectin family protein

	LOC_Os01g10710.1
	ORF9
	5731783
	5734320
	Receptor-like protein kinase

	LOC_Os01g10720.1
	ORF10
	5736299
	5740751
	Retrotransposon protein

	LOC_Os01g10740.1
	ORF11
	5748869
	5749270
	Expressed protein

	LOC_Os01g10750.1
	ORF12
	5750067
	5750435
	Expressed protein

	LOC_Os01g10760.1
	ORF13
	5750703
	5751035
	Expressed protein


Table S2  Primers used for gene mapping, subcellular localization and RT-qPCR

	Primer Name 
	Primer Sequence
	Test Objective

	RM8068-F
	AAACCTCTCGCTGTAATTAG
	Gene mappingTest Objective

	RM8068-R
	TGAACATTTATTGATATGGTAAA  
	

	RM223-F
	ACGTCTCGGACTCCAACTGT
	

	RM223-R
	TGGAAGAAAGACCCAACAC 
	

	RM10350-F 
	GGTTGCAGGGTGGAAGTGATCC
	

	RM10350-R
	CATCAGCAACGTGCCTTTCACC  
	

	RM3746-F
	CAGCCTTGATCGGAAGTAGC
	

	RM3746-R
	AAATGGGCTTCCTCCTCTTC
	

	C207-F
	TTGGGAGAATTTAGAGGGGCAC 
	

	C207-R
	ACTCATCAGGGCACCGTATC  
	

	C219-F
	ACGGTCCAATCAAATCATCA  
	

	C219-R
	GAGTGTACGCTTCTTCTCCC 
	

	C226-F
	ACATGCATACGACACATAACTAGAA 
	

	C226-R
	TGCATGTCTCCCTTTCCTCAT     
	

	C272-F 
	GGTCTCACCGGGATTAACCG  
	

	C272-R
	CCTCGCTAATCGCACGCTA    
	

	C102-F
	TTCAAGAGCAACGGTAGCAG   
	

	C102-R
	TGTTTGGTTGGTTGTGAGGG
	

	Ubq-F
	GCTCCGTGGCGGTATCAT              
	、

RT-PCR

	Ubq-R
	CGGCAGTTGACAGCCCTAG 
	

	RT-3F
	CATAGCTGAGCTGTTCGTGT  
	

	RT-3R
	GCTGTGTATCATGCTCCCAA 
	

	OsbZIP23-F
	GGAGCAGCAAAAGAATGAGG 
	

	OsbZIP23-R
	GGTCTTCAGCTTCACCATCC 
	

	OsbZIP72-F
	CCATTTGGAAGAAGGAAGAGACTT
	

	OsbZIP72-R
	CCATCGACCACTCGTCATCA    
	

	OsPOX22.3-F
	CAGCTGCTCCAAGGTGAACTC
	

	OsPOX22.3-R
	AGATTTGCTTCCAGCAACGA     
	

	OsPOX8.1-F
	CTGCTCCAAAGTGAACTAATAATTAAGTAAAG 
	

	OsPOX8.1-R
	CCCAGCCTTATTCCCAAATTT  
	

	OsSNAC1-F
	CATGGTCCCGTTCTGAGGTG
	

	OsSNAC1-R
	CACACGTTGCAGCATCGATC   
	

	OsPP2C -F   
	CGCAGCTCCGACAACATCT  
	

	OsPP2C -R 
	GCTGGGTGACACTCTCTCTACAAG   
	

	OsLCY -F
	GGTGCCTCGTCCAGTACGA 
	

	OsLCY -R
	GGTGCCTCGTCCAGTACGA  
	

	OsNCED4-F
	GATTGCACGGCACCTTCATT 
	

	OsNCED4-R
	CTCTGTAATTTGATTTTTCACTGGCTAAT
	

	S10-F
	CTCTGCCGCCTTGTCAACAT 
	Gene sequencing, the same below


	S10-R
	CGTCACCCGAACCCTCTCAA 
	

	S11-F
	GAAATGCCGGCTAGATTCGC
	

	S11-R
	TGCAGTCATGGTTTTCCACG 
	

	S13-F
	GGCAGTGCCGCTCTATCTC    
	

	S13-R
	CCACAGGGTGTTCGAGTGA 


	

	S15-F
	GTCTTTGCATACGCCCACCT  
	

	S15-R
	GCCTACCTGGTGCCACATAA    
	

	S18-F
	GATGATCGCGCGAACGCTA 
	

	S18-R
	CACAAACATGGGCTTCGATCC 
	

	S48-F
	CAGTATCCCCCAAATATTCCCGCAA 
	

	S48-R
	CACCCACTGATCATCATCACCAACA  
	

	S34-F
	AGGCTCGATCACACACTGTC  
	

	S34-R
	CATATGTGGCCCATCGGGTT                                              
	

	S2-F
	ATAGTCGGAGCAAAGTCGGG 
	

	S2-R
	TTCGCAGGACTTAACAGGCT 
	

	S40-F
	CCTACTCTTGGTTGTGCGGT 
	

	S40-R
	TCGCTGTTTTTCAAGGGCCA    
	

	S37-F
	GTGTGGTCATGTAACACTACGC
	

	S37-R
	AGCCCCTTTGAAGCAAGCTA 
	

	S28-F
	AGGCTCGCTACTGACCTAGA
	

	S28-R
	CAGACCGCGCGATCAAAATC       
	

	S53-F
	TAAAATACCCTTTATCCTATCTCAT
	

	S53-R
	ACCGAATGAGCCCTGAAAGT     
	

	S30-F
	AACCGGCGAGATTAGGATCG 
	

	S30-R
	ATTGCATCTCCTGAGCCACC
	

	GFP-1F 
	CCCGGGCTGCAGGAATTCATGGACGCGCAAATGC  
	subcellular localization 

	GFP-1R 
	AAGCTTGATATCGAATTCTGGCCGCCGTCC   
	


