Supplemental Materials

Supplementary Table 1: Primer sequences

Gene Forward Reverse

SLC38A5 GTTGGGGCCATGTCCAGTTA AGTGTTTCATGAGGGCGAGG
SLC38A3 GAGGCCAGACATCTGACTGTT | GGTCCTCGACCCTCTGGTT
SLC7A11 TGTGTGGGGTCCTGTCACTA CAGTAGCTGCAGGGCGTATT
SLC3A2 CTCGTGGTTCTCCACTCAGG CCGCAATCAAGAGCCTGTCT
18S CCCGTTGAACCCCATTCGT GCCTCACTAAACCATCCAATCGGTA
SLC38A5-p53 ACTAGGACTTTGCTGCCCAG ACAGGCAGAGCACTTAAGACA
promoter

SLC38A5-p53 GCCATTTGCTGAAATGC AACTTCCAGGTTCAAGCCCT
promoter

(negative control)

SLC38A5-MYC GAGGCCTCTTGTCCACCTG TTGTCCAAGCCCTGAGAAGT

promoter
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hg38 Human: JASPAR CORE 2022 - Predicted Transcription Factor Binding Sites (MA0106.3)

View on JASPAR: MA0106.3

Item: MA0106.3

Score: 420

Position: chrX:48464792-48464809
Band: Xp11.23

Genomic Size: 18

Strand: -
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TF name TP53

| Motif Sequenée

Motif display help
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A c A [ ) G c c c g G g c A L ) G ) motif consensus

A 0.43 0.76 0.00 0.88 0.08 0.00 0.01 0.06 0.06 0.22 0.15 0.44 0.00 0.89 0.09 0.02 0.04 0.07
C 0.06 0.01 0.96 0.02 0.02 0.00 0.62 0.80 0.63 0.08 0.03 0.00 1.00 0.02 0.01 0.00 0.15 0.45
G 0.38 0.18 0.00 0.05 0.01 1.00 0.01 0.02 0.11 0.57 0.75 0.55 0.00 0.01 0.00 0.98 0.01 0.04
T 0.13 0.05 0.04 0.05 0.89 0.00 0.36 0.12 0.20 0.12 0.07 0.01 0.00 0.08 0.90 0.00 0.80 0.44

Supplementary Fig 1. Original blot for Fig 2.



—
SLCTA11
(60kDa)

-—

HSPE0

(60kDa)

Supplementary Fig 2. Original blot for Fig. 4E & F.
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Supplementary Fig 3. Original blot for Fig. 14.



