Table S 1. The sequence of primers used for RT-PCR

Factor 9)

. Annealing
Gene name Direction Sequence 5’>3’ VB2 i temperature
PCR product °C]
ACTB Forward CAAATAAAGCCATGCCAATC - o
(Actin, Beta) Reverse GCAAGCAGGAGTATGACGAG
CASP-1 Forward TCGCTTTCTGCTCTTCCACA 118 68
(Caspase-1) Reverse | TCCACATCACAGGAACAGGC
DDX60 Forward | GCAACCCAGAGTCATGGACA 114 ”
(DEAD-Box Helicase 60) Reverse ACAAGTCCAGCAAACCCCAT
GAPDH Forward TTCCATGGCACCGTCAAGGC
(Glyceraldehyde 3- 173 63
Phosphate Dehydrogenase) Reverse TGCAAATGAGCCCCAGCCTTCT
ICAM1 Forward | AACCTGCCTTTCCCCAGAAG 190 67
(ntercellular Adhesion ™" erce™ | ACCGCTGAGTGTCATTGTGA
Molecule 1)
IFI6 Forward | AATGCGGGTAAGGATGCAGG 200 67
(nterjeron Alpha Reverse | CCATTCAGGATCGCAGACCA
Inducible Protein 6)
IFI16 Forward GAGCAAGCCAGCACTAGTCA e -
(nferferon Alpha Reverse | CGGAACCGCAGGATGTTGTA
Inducible Protein 16)
IF127 Forward CTTCACTGCGGCGGGAATC 158 -
(nterferon Alpha Reverse | CCAGGATGAACTTGGTCAATCC
Inducible Protein 27)
IFI44 Forward ACGAATTCTGCTGCTGGGTC i -
(ang. Interferon Alpha ™" poyeree ™ | CACCAAAGCCTGATGCGTTAC
Inducible Protein 44)
IFIH1 Forward CTGCAAAAGAAGGAAATCGCA 109 60
(Interferon Induced With |™"pe erce™ | ACGCATCTATCATTCGAA TTGTGT
Helicase C Domain 1)
IFIT1 Forward TGGCAGAAGCCCAGACTTAC
(Interferon Induced
Protein With 187 66
sty R Reverse TCAGGGTCCACTTCAAGCAC
1)
IFIT2 Forward AGGAAGGGTGGACACGGTTA
(Interferon Induced 178 66.5
R Reverse | TGCCTCAGAGGGTCAATGGC !
Tetratricopeptide Repeats
2)
IFIT3 Forward GGGCAGACTCTCAGATGCTC
(Interferon Induced
Protein With 159 55
. . Reverse TCAAAACACACCTTCGCCCT
Tetratricopeptide Repeats
3)
IFITM3 Forward | TAGGGACAGGAAGATGGTTGG 192 -
it i Reverse | GGATGACGATGAGCAGAATGG
Transmembrane Protein 3)
IRF1 Forward | AAGGAAAGTGGGGTCCTTCG 124 -
— olj‘flg)‘"“*”y Reverse | ATGTGGCAAGATCCACACGA
IRF9 Forward | TCCTCCAGAGCCAGACTACT - 63
(Interferon Regulatory ™" peyerse” | CAATCCAGGCTTTGCACCTG




0AS1 Forward | CTTTGATGCCCTGGGTCAGT 70 s
(25" Oligoadenylate Reverse | TGAGGCTCTTGAGCTTGGTG
Synthetase 1)
0AS3 Forward | ACTACAACGCCAAGGACAAGA . o
(25" Oligoadenylate Reverse | GATGATAGGCCTGGGCTTCTG
Synthetase 3)
S0CSs1 Forward | CCCTTCTGTAGGATGGTAGCAC o o
(Suppressor Of Cytokine ™ peyerse | GAAGAGGAAGGTTCTGGC !
Signaling 1)
TAP2 Forward | TCGCACAGTGCTGGTGATTG
(Transporter 2, ATP 132 53
Binding Cassette Reverse ACCAGGCGGGAATAGAGGT
Subfamily B Member)
Forward | ACAGCGACTGCATTGGGAAG
WARS1
(Tryptophamyl. TRNA | Reverse | GGGCTGGTTTAGGATAGCCG 189 53
Synthetase 1) Reverse | CGGAACTGGTACTGGCACTC




