
 

Figure S2. Schematic representation of the coverage of assembled contigs across the viral reference genome and the reconstructed 

genome sequences of PHYVV DNA-A and DNA-B components. The library name and NCBI accession number of the viral reference 

genome sequence are indicated on the left. Contigs are shown in blue and putative open reading frames (ORFs) in green. The black line 

represents the reconstructed genome sequence, while the dotted line corresponds to the region where no sequence was covered by the 

assembled contigs.  

 


