. viruses fvmpl

0001 6érxla RGGTCLFLGEECCYYVNOSGIV

0002 6rxla RGGTCLFLGEECCYYVNQOSGIVT

0003 Shaéa RGGTCLFLGEECSYY

0004 43£3A )GGICLALOEKCSFYA!

0005 43j£38 GGICLALOEKCSFYA

0006 6rx3Aa OGGICLALDEKCCF

0007 6rx3B LAAVVLONRRGLD GGICLALDEKC OSGEVODE -
0008 7s94D EESLTSLSEVVLONRRGLDLLFLKEGGLCVALKEECSFYVDHSGATRDSMSKLRERLEKREKE
0009 4jgsG EKSLTSLSEVVLONRRGLDLLFLKEGGLCAALKEECSFYADHTGVVRDSMAKLRERLNORORI

F 0
0010 4jgsc (e Q TDLGALEKSVSALEKSLTSLSEVVLONRRGLDLLFLKEGGLCAALKEECSFYADHTGVVRDSMAKLRERLNOR

0011 7s94A EDLOALEKSVSNLEESLTSLSEVVLONRRGLDLLFLKEGGLCVALKEECSFYVDHSGATRDSMSKLRERLEKR -
0012 7s94C DLOALEKSVSNLEESLTSLSEVVLONRRGLDLLFLKEGGLCVALKEECSFYVDHSGATRDSMSKLRERLEKRHKEKE
0013 7s94F EDLOALEKSVSNLEESLTSLSEVVLONRRGLDLLFLKEGGLCVALKEECSFYVDHSGATRDSMSKLRERLEK -~~~
0014 4jgsA TDLGALEKSVSALEKSLTSLSEVVLONRRGLDLLFLKEGGLCAALKEECSFYADHTGVVRDSMAKLRERLNOR -
0015 43jgsE ITDLGALEKSVS ALEKSLTSLSEVVLONRRGLDLLFLKEGGLCAALKEECSFYADHTGVVRDSMAKLRERLNOR -~~~
0016 4jgsD TDLGALEKSVSALEKSLTSLSEVVLONRRGLDLLFLKEGGLCAALKEECSFYADHTGVVRDSMAKLRERLNO

0017 43jgsB TDLGALEKSVSALEKSLTSLSEVVLONRRGLDLLFLKEGGLCAALKEECSFYADHTGVVRDSMAKLRERLN -

0018 75948 DLOALEKSVSNLEESLTSLSEVVLONRRGLDLLFLKEGGLCVALKEECSFYVDHSGATRDSMSKLRERLEKR -~~~
0019 4jgsH TDLGALEKSVSALEKSLTSLSEVVLONRRGLDLLFLKEGGLCAALKEECSFYADHTGVVRDSMAKLRERLN -~~~
0020 4jgsI TDLGALEKSVSALEKSLTSLSEVVLONRRGLDLLFLKEGGLCAALKEECSFYADHTGVVRDSMAKLRERLNO

0021
0022
0023
0024
0025
0026
0027
o028
0029
0030
0031
0032
0033
0034
0035
0036
0037
0038
0039
0040
0041
0042
0043
0044
0045

TDLGALEKSVSALEKSLTSLSEVVLONRRGLDLLFLKEGGLCAALKEECSFYADHTGVVRDSMAKLRERLN -~

0046 8bcyB KFKE

0001 6érxla ! HHHLLHHHHHLLLLLLLLLI

0002 érxla | HHHLLHHEHHLLLLLLLLL!

0003 Shaéa HHHLLHHEHHLLLLLLLLL

0004 43f3a HHHLLHHEHHLLLLLLLLL!

0005 43£38 HHHLLHHHHHLLLLLLLLL

0006 6rx3An ! HHHLLHHHHHLLLLLLLLLI

0007 6rx3B -L LI LLHEHHHLLLLLLLLL .
0008 7s94D -1 HHHLLHHHHHLLLLLLLLL®

0009 4jgsG I HHHLLHHHHHLLLLLLLLL

0010 4jgsc LLLLLHHHHHLLLLLLLLLI —
0011 7s94A HHHLLHHEHHLLLLLLLLL L-——
0012 7s94C HHHLLHHHHHLLLLLLLLLI

0013 7s94F I HHHLLHHHHHLLLLLLLLL HHHHHHHHHHHHHHHHL - ————
0014 4jgsa - HHHLLHHEHHLLLLLLLLLI

0015 4jgsE I HHHLLHHHHHLLLLLLLLLI

0016 4jgsD LLLLLHHHHHLLLLLLLLL!

0017 4jgsB I 1.0 LLHHEHHLLLLLLLLLI P
0018 7s94B HHHLLHHHHHLLLLLLLLLI

0019 4jgsH HHHLLHHHHHLLLLLLLLL!

0020 4jgsI -LI HHHLLHHHHHLLLLLLLLLY

0021 4jgsF -1 HHHLLHHEHHLLLLLLLLLI

0022 7s94E - L LU LLHHHHHLLLLLLLLL L HHHHHHHHHHHEHRL ~ —— — —
0023 2iegA LL LLLLLL

0024 7sn7H

0025 5zhyD LL-
0026 SnenB E

0027 Tey?B HHH -~ - -HHHH

0028 8v8uD HHLL-— LI

0029 7sn7G HHHH -~ -HHH

0030 Snena HHLLL--LHHH

0031 6zbhD

0032 7eylC

0033 6épyrB

0034 7sqjA {

0035 Szhya HHHHHHHHHHHHHHEHHHEHLL -~
0036 TeylF i

0037 Tey7a

0038 Tey7D

0039 7TeylE

0040 lwdgs ~LLLHHHHHHHHHHHHHLLL -~ LLLLL-
0041 S5dxuB

0042 3ulcB

0043 118dB

0044 6qjlA  HH 7

0045 SubtB

0046 8bcyB ;

Figure S1. Sequence and structural alignment of top-ranked structures (Z > 7.5). Uppercase letters
describe structurally equivalent positions with 6rx1A. Lowercase letters describe insertions. The
most frequent amino acid type is colored in each column. DSSP secondary structure assignments:
H/h, helix; E/e, strand; L/1: coil.

Caetano-Anollés, G. www.mdpi.com/journal/viruses

U~ W N



