TVAG_106810_Cyp FVVDLFLKTAPMQGFNMLKLAKINY-=-=-=-==---- FNNSLVLEIMKDIYLRIGNLQNPG 60

TVAG_583670_Cyp VILELDSDKTPMGVLNFLGHALRGS - - - = -~ ---~-- MDKAEVKKVDQGKFLEIA----SS 287
TVAG_878570_Cyp VIFGLYYNECPKTVENYLAAFSCQP------ KREFCYNNTYVAKLNPNKRLSIGVTLATK 87
POAFL4_Ecoli_Cyp IELELDKQKAPVSVQNFVDYVNSGF - - - - === - - - - YNNTTFRRVIPGENIBGGGFTEQM 88
TVAG_047830_Cyp VKIELRPDICPLACENFRRFCTGEYR- - -PKGVPLGYKGTRFHRVVPGREIVEGGDCDTQD 83
TVAG_038810_Cyp THIGLFGNDVNKTAENFLHLCLCDQGIGT-QGKPLCYKGSPFHRIIPGEMIQGGDF THQS 94
TVAG_027250_Cyp IVIELFVDRVPKTAENFRMLCTGEKGVGR - SGAKLHYKGCKFHRIIPHEL IQSGDFISND 82
TVAG_146960_Cyp IVMELRTDVCPKTCTNFLMLCTGQRGNSKISRKPLHYKGCPFHRIIPGEMAQGGDF TMGN 81
TVAG_277390_Cyp IIFELFSDIVPKTSENFRCLCTGEKGKGK -NGMPLHYKGTQFHRIIPNEMIQGGDIINFN 109
P62937_Hum_Cyp_A VSFELFADKVPKTAENFRALSTGEKGFG- - - - - - - - ¥KGSCFHRIIPGEMCQGGDF TRHN 71
TVAG_062520_Cyp IKFGLFGDDVPKTAENFRALCTGEKGMGK - LGKPLHYKGSPFHRVIPNEMIQGGDITSGN 91

- TVAG_004440_Cyp IVFELFNDIVPKTAENFRALCTGEKGIGK - SGMPLSYKGTMFHRIIPQEMIQGGDF TRFN 79
TVAG_137880_Cyp IVFELYSDIVPKTAENFRCLCTGEKGTGK - SGKPLHYKGCAFHRI IPQEMIQGGDFTLGN 79
TVAG_172150_Cyp IKFEMFPEECPLTVENFVTHSKRGY - - == ===~~~ YDNTRIFRVERDECIQMGDPT-GS 454
TVAG_370440_Cyp -===-=====-==-nmn- MLCASGY - === ===~~~ ¥YDHCPIHRVIQNYLVQTGDPT-FT 30
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TVAG_106810_Cyp ---GTTVYQLLTNNNTMYIRDEINNKL - - -SHSTAGFISTSN-SAKDQNTSEEFETLGRD 113
TVAG_583670_Cyp AISDESVWGTPFS---~---- FERNEPRRGMRYQIYIVKKNKNISRISNTADEGESKE - - 337
TVAG_078570_Cyp ~  ----- SVKGDHESN--~---- HEENK-L---LHDRAYLIT-SNTHYKTFLTGERYETFRAW 131
POAFL4_Ecoli_Cyp QQKKPNPPIKNEA- - ------ DNGL------ RNTRGTIAMERTEDKDSATSEFEINVADN 134
TVAG_047830_Cyp BYGCISIYGREFN-------- DEPSAY - - -KFDETGIVAMEN - SGPNSNGCEFEE TMNPA 131
TVAG_038810_Cyp BVGGESIYGRHFD-------- DENFKV - - - EHE -VGVISMBN - BGPNTNGSBFBE TVAAT 141
TVAG_027250_Cyp BTSNESVYGQRFE-------- DENFSV- - -KHDQPYIVSMBN - SGRNTNGGRFIE TLVKA 130
TVAG_146960_Cyp BKGGESIYGQYFD-------- DENFEL - - -KHEGPGVIISMBN - SGPNKNRSBFEECFKAQ 129
TVAG_277390_Cyp BTGGESIYGYTFP-------- DENFYV- - -KHDNPYIESMBN - BGONTNSSEERETTVKT 157
P62937_Hum_Cyp_A BTGGKSIYGEKFE-------- DENFIL---KHTGPGIESMEN-BGPNTNGSEFBECTAKT 119
TVAG_062520_Cyp BYGGESIYGSKFA-------- DESFKI - - - THDGPGLIUSMEN - SGPNTNGS@FBET TVPC 139

> TVAG_004440_Cyp BTGGESIYGMKFD-------- DENFKV - - -KHDKPGLIUSMBN - BGPNTNGSEFRETTVET 127
TVAG_137880_Cyp BCGGESTIYGAKFA-------- DENFKA- - -KHTRPGLESMBN - BGPNTNGSBFBETTVPC 127
TVAG_172150_Cyp BIGGESIWGGYFD-------- DENLDNVINNFSEAWMVGMEN- EGKNTNGSEFEI TTNPA 505
TVAG_370440_Cyp BpGGASIYGEKVQ-------- VEPFGD- - - -FSEPGY[- - BY - BETHEVGSGERITAAST 75
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TVAG_106810_Cyp LSRFDS----- IRTIFGRISENFE-LIKSESEEFV----DETYRPYKNIRELGTKILYDP 163
TVAG_583670_Cyp P-LSID----- QYHIIGCUKSGEGYVASIIDGKT---- - LPNGRPVRPCTIYNVEV---Q 383
TVAG_878570_Cyp P-KYNE----- ENIVFGRVLRGFD-VLEKLKIN-~----- SNEKDVDKIKIIDSGIIQDD 177
POAFL4_Ecoli_Cyp A-FIIDHGQRDF GYAVF GKMVKGMD - VADKESQVP THDVGPYQNVPSKPVVILSAKVLP - - 190
TVAG_047830_Cyp P-EEND- - - - - SYVVIGKMFEGML -VLRHIESVPLK - - -PHSEIPTLDCITSQCGEL - - - 178
TVAG_038810_Cyp N-RENG- - - - - HPivVFGRVVKGMD - VWKKIEKVG- - - - - SSSGTPSKKVVEVDTGLVE- - 187
TVAG_027250_Cyp P-HEDF - - - - - RHVAFGKMIEGTD-EVELIQAAG----- SSNGAPKQTILESDCGEI--- 175
TVAG_146960_Cyp P-SEDG----- KHVVFGKMVEGFDEVVLQLEKLG- - - - - SKKGETSKQILEADCGVLDAN 178
TVAG_277390_Cyp P-QUEDG- - - - - EMVAFGRVVNGFD-VVEKEQECR- - - - - SDDGKPKFVCEMADCGQFD- - 203
P62937_Hum_Cyp_A E-flbG- - - - - KHVVFGKVKEGMN-EVEAMERFG- - - - - SRNGKTSKKITEADCGQLE- - 165
TVAG_062520_Cyp P-HENG- - - - - KHVVFGKMIEGME - TVKKEESLG- - - - - SQSGTPKAKIIEADCGEITE- 186

- TVAG_004440_Cyp P-WEDG- - - - - HHCVFGQWIEGMD- IVKQIESCG-- - - - TESGRPRAMCMVTDCGEMK - - 173
TVAG_137880_Cyp P-HEDG- - - - - KHCVFGEMVEGMD-VVKALEKCG- - - - - SDQGKTSKKCVETDCGQL - - - 172
TVAG_172150_Cyp P-SENG- - - -- KHTCWGRLVSGKETEQK-EMTVEID- - - -KYKHPLDPILIVNI---TFS 551

TVAG_370440_Cyp P-EBAG----- EYTAFGHVIYGLNNIIA-FSRMPTF - - - -EDHQPIRPAAIKSI---TIH 121
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Figure S2. Sequence alignments of the CLD of T. vaginalis cyclophilins. Alignments
were run with ClustalW?2 tool embedded in EMBOSS-Needlel*?. Amino acids of the
catalytic site in CLD in pink, conserved amino acids of CyPs from T. vaginalis in green.
“” Indicates strong groups fully conserved, “*” Indicates a single fully conserved residue.
Arrows indicate TvCyP19 sequence. Sequences were retrieved from UniProt databasel?®!

(https://www.uniprot.org/, Release 2023 02).



https://www.uniprot.org/

