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Supplementary Fig S5. Shared pathways between AdIL-6+Bleo and IPF
transcriptomes. Pathways shared between human IPF datasets and AdIL-6+Bleo
transciptomes at Day 7 and Day 21 were determined using STRING database as in
Methods. Pathways up at Day 7 are shown in red, up at day 21 are shown in maroon.
Pathways down at 7 are shown in blue, and down at Day 21 are shown in dark blue.



