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Figure S4: Identification of JE2DmpsABC PG fragments by LC-MS and LC-MS/MS. The 

collected peaks from the lysostaphin-cellosyl double-digested DmpsABC PG profile (Fig. 4a) were 

analyzed by LC-MS (A) and LC-MS/MS (B). The determined masses of fragmented PG are 

summarized in Table S3, while the corresponding identified fragments are illustrated in Fig. 4b. 


