-1 S?P 14- 19- 19-

SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 - - - -MFVFLVLL -PLVSS - - - - - - - - - - QCVNL - - - - = = = = = = = - -
HCoV _229E spike/1-1171 = e e e e o e e o e e o e e e e o e e o e e e e m e e m e e e e e e e e - e e o e o - -
HCoV_NL63 _spike/1-1356 --MKLFLILLVE-PLASCFF ---~----- TCNSNANLSMLQLGVPDN
HCoV_0C43 spike/1-1358 ---MFLILLISL-PTAFAVIGDL - - - - - NCPLDPKL - - - -KGS - - -
HCoV_HKU1_spike/1-1351 ----MFLIIFIL-PTTLAVIGDF - - - - - NCTNS - - - - = - - - - F---
Conservation
e —lin T Bl - .
----11212102-21201 - - - - -« - - - 172100 - - = = = = = = = = = - -

Quality - - I -
Consensus I I I I I

--M+MFLIL++L-P+ASAVIGD+ - - - - - NC+N+++LSMLQ+G+PDN

Occupancy . I




23- 2|7- ?:GV 168

1 1 1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 - -TTRT - - - - - QLPP---AYTNSFTRGVYYPDKVFRSSVLHSTQDL
HCOV 229E spike/1-1171 o e e e o e e e e e e e e e e e e e e e e e e e e e e e e e e oo o
HCoV_NL63_spike/1-1356 SSTIVTGLLPTHWFCANQSTSVYSANGFFY IDVGNHRSAFALHTGY
HCoV_0C43_spike/1-1358 -FNNRDTGLPSISTD---TVDVTNGLGTYYVLDRVYLNTTLFLNGY
HCoV_HKU1_spike/1-1351 - INDYNKTIPRISED---VVDVSLGLGTYYVLNRVYLNTTLLFTGY

Conservation

m = - . m L=l T
--2002 - - - - - 0001---1121102031230000010221101111

Quality I I II I . . -
Consensus I I I ' .

S+++RT++LP+1S+DANQ+VDVS+GLGTYYV++RVYL+TTLL+TGY

Occupancy




56L 66H 70- 70- 70-

SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 FLPFFSNVTWFHA I - - - H - - = = = & - o & 0 o o e e e o e e m e oo
HCoV _229E spike/1-1171 = e e e e e e e o e e e o e e o e e o e e e e m e e m e e e e m e e e m e e o e o - -
HCoV_NL63 _spike/1-1356 YDAN- - - - - QYYIYVTNEIGLNASVTLKICKFSRNTTFDFLSNASS
HCoV_0C43 spike/1-1358 YPTSGSTYRNMALK - - - = = - - o e o o e e e e e e e o e e e o o e e oo - o -
HCoV_HKU1_spike/1-1351 FPKSGANFRDLALK - - - = = = o o e e o e e e o e e e e o e e o o e oo - o -
Conservation
[ |
2000 - - - - - e e Tt e I T T T

Consensus

Qualityl I I I I
b

+P+SGSN+R++ALKVTN+ IGLNASVTLKICKFSRNTTFDFLSNASS

Occupancy




SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 - - - - - - - = - = = & & & o o m o m o o e o h o b h e o e - h s e o e - - -
HCoV_229E_spike/1-1171 = = = e e s o o e e e o oo h h o m e o oo e o oo e e oo MFVLLVAY - -
HCoV_NL63_spike/1-1356 SFDCIVNLLFTEQLGAPLGITISGETVRLHLYNVTRTFYVPAAYKL
HCoV_0OC43_spike/1-1358 = = = = o o o o e o e o o e e e e o o e o o o - e oo - e oo - oo oo - - -
HCoV_HKU1_spike/1-1351 = = = e e o o o o e o o o o ek h hh e koo e e h o - e h o oo e oo -

Conservation

Quality

Consensus

SFDCIVNLLFTEQLGAPLGITISGETVRLHLYNVTR+F++++AYKL

Occupancy




SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 - - - - - - = = o o & & o o o o e o o o m e o o m e f o o e e s m e e - - e e - e -
HCoV_229E spike/1-1171 = = = = = = = = = = = = - - - A---LLHIAGCQTTNGTNTSHSVCNGCVGHS
HCoV_NL63_spike/1-1356 TKLSVKCYFNYSCVFSVVNATVTVNVTTHNGRVVNYTVCDDCNGYT
HCoV_OC43_spike/1-1358 = = = = o m o o m s o o e m - o o m oo oo oo oo - oo oo oo - o oo oo
HCoV_HKU1_spike/1-1351 = e s o e o e o o e o o e ot e o e m m e m e o h o e s m o e m e m e m - e - - e

Conservation

Quality

Consensus

TKLSVKCYFNYSCVF+VVN++++++++T+NG++++++VC++C+G++

Occupancy




70- 7|OV 7|7- 8|4L 9|1 Y

1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 - - - - - - - - - - - - - VSGTNGT - ---KR-FDN-PVLPFND@V - - -YFA

HCoV_229E_spike/1-1171

HCoV_NL63_spike/1-1356
HCoV_0C43_spike/1-1358
HCoV_HKU1_spike/1-1351

ENVFAVESGGY | - - - - - - PSNFSFNNWFLLTNTSSVVDEBVVRSFQP
DNIFSVQQDGRI - - - - - - PNGFPFNNWFLLTNGSTLVDEGVSRLYQP
------------------ GTDLLSKLWEKPPFLSDF INGI - - - FAK
------------------ GSKYLSTLWYKPPFLSDFNN@I - - -FSK

Conservation I I I .

------------------ 7801006439351565476 ---953

Quality I I I I I I I I

Consensus

+N+F+V+++G+ | -VSGTNG++FL+++WF++++LSDF+DGV+R+FQ+

Occupancy

I e .




96- 96- %7- 1|06F

1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 ST - - - - = = - = = = = = = = = - - = - - - E----KSNIIRGWIFGTTLDSKT

HCoV _229E spike/1-1171 LLLNCLWSVSGSQFTTGFVYFNGTG---RG-ACKGFYSNASSD- - -
HCoV_NL63 _spike/1-1356 LRLTCLWPVPGLKSSTGFVYFNATG---SDVNCNGYQHNSVVD - - -
HCoV_0C43 spike/1-1358 VKNTKV - - - - - - - - FKDGV - - - = = = - - - MYSEFPAITIGSTFVNTS
HCoV_HKU1_spike/1-1351 VKNTKL - - - - - - - - YVNNT - - - - - - - - - LYSEFSTIVIGSVFVNTS
Conservation
||
540212 - ------- 01102 - - = = = = = - - 331373875277645 - - -

Quality

Consensus

+K+T+LW+V+G++++TGFVYFN+TG---+YSE++G |1+ 1GS+FDNTS

Occupancy

|




| . 1168 117L 123- 127V 134-
1 1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 QS - - - - - - - - - LLIVNN------- A---TNVVIKV--CEF------
HCoV _229E spike/1-1171 = e e e e o e e o e e e o e o e e e e o e o e - oo - VIR-YNINFEE - - - -
HCoV_NL63 spike/1-1356 = = = = e e e o e e e o e e o e e e - e - e - - - - VMR -YNLNFSANSLD
HCoV_0C43 spike/1-1358 YS-----n-n--- VVVQPRTINSTQDGVNKLQGLLEVSVCQY - - - - - -
HCoV_HKU1_spike/1-1351 YT -=----=--- IVVQPH- - - - = = = - - - - - NGILEITACQY - - - - - -
Conservation
Quality

Consensus

YS

Occupancy .

+VVQP+TINSTQD+VNK+NGV++VYNC+F++NSLD

il | B




134- 1|34- 1|42G 1|49N

1 1 1 1 1 1 1 1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 - - - - - - - - - - - - - - - - - QFENDPFLGVYYHKN- - -NKSWMESEFRYV
HCoV_229E_spike/1-1171 NLRRGTILFKTSYGAVVFYEGTNNTLVSGDAHI - - - - - PS-GTVLGN
HCoV_NL63_spike/1-1356 NLKSGVIVFKTLQYDVLFYESNSSSGVLDTTI -- - - - PF-GPSSQP
HCoV_0OC43_spike/1-1368 - = = = = = = = = = - - - - - - - NME@EHPHTSCHPNLGNHFKELWHLDTGVYV
HCoV_HKU1_spike/1-13561 = = = = = = = = = = = = - - - - - TMEEYPHTVCKSK-GS| RNESWHIDSSEP

Pkl ol

----------------- 68 547356632315-----45-343426

Quality I I I I I I I .

Conservation

Consensus

NL++G+ | +FKT++++V+F+CENPH++++D++++++NE+WHGDSS++

Occupancy . I




1|69E 1|79L 1|89L 199G
1 1 1 1 1
YSSANNCTFEYVSQPFLMDLEGKQGNFKNLREFVFEFKNIDGYEKIYS

1 |
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273

HCoV_229E_spike/1-1171 FYCFVNTTI ------ GNETTSAFVGALPKTVREFV ISRTGH I NG
HCoV_NL63_spike/1-1356 YYCFINSTI ------ NTTHVSTFVGILPPTVREIVVARTEGQ I NG
HCoV_0OC43_spike/1-1358 S-CLYKRNFTYDVNAT - - - ---------- YLYFHFYQEGGT AYF
HCoV_HKU1_spike/1-1351 L-CLFKKNFTYNVSAD------=------- WLYFHFYQERGV AYY

Conservation
[ | IIII. I [ | Illlllllll | IIII

4-7656498------ I 6455474643 3 7775

Quality . . I I I I '

Consensus

YYC++N+TFTY+V+A+++++S+FVG+LP+T++FHFYQ+TG+FYI|YG




\ . 2|09P . 2|17P . 2|27V . 2|37R . 2|47S
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 KHTP | NL - -VRDLPQGF SALEPLVDLPIGINITRFQTLLALHRSYL
HCoV_229E_spike/1-1171 - = = = - - - - - YRYFSLGDVEAV - - - - - - - - - - - - NENVTNA----- -
HCoV_NL63 spike/1-1356 - - - - - - - - - FKYFDLGF IEAV - - - - - - - - - - - - NENMTTA- - - - - -
HCoV_0OC43_spike/1-1368 - = = = = = - - - - - - TDTEGFVTKF-LFNVYLGMALSHYYVMPLTCIS - -
HCoV_HKU1_spike/1-1351 = = = = = = = = - = - - ADVEGMPTTF -LFSLYLGTILSHYYVMPLTCKA - -

Conservation I . I

------------ 556 44443 - «----------5978757 -=-----

Quality - - - I I I

Consensus

KHTPINL - -+RYFDLGFV+A+PLF+LYLG++LS+F+V+PATC+SYL

Occupancy
—— " e =




\ . \ . 2|57G 2|67V 277L 2|87D
1 1 1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 TPGDSSSGWTAGAAAYYVGYLQPRTFLEKYNENGTHTDAVDEAL -D

HCoV_229E_spike/1-1171 - - - - - - A------ TIVCTVALASYADVEVNVSQTA[BANI I Y€N - -S
HCoV_NL63 spike/1-1356 - - - - - - SA----- TDFWTVAFATFVDVEIVNVSATNIBQNLL YED - -S
HCoV_0OC43_spike/1-1368 - - - - - - RRDIGFTLEYWVTPLTPRQYLEAFNQDG IlRFNAVDEMS - D

HCoV_HKU1_spike/1-1351 ----1SSNTDNETLEYWVTPLSRRQYLENFDEHGVIATNAVDIESS -S

T TTaETTT T

------ 40-----6367874863554 3656285 58795 " 4--7

Quality 'I I II I I

Conservation

Consensus

TPGD+SS+++++T+EYWV++LAPRQ+LLV++++G+ | TNAVDC+S-S

Occupancy - I




2|96L ?|>06F ?:1 6S . ?:26| . 333-
QTSNFRVQPTESIVR-FPNI - - - - - TN

SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 PLSETKETLKSFTVEK

[
HCoV _229E spike/1-1171 VINRLREDQLSFDVPDEGFNMSTSPIQPVELPMSIVSLPVYHKHTF IV
HCoV_NL63 _spike/1-1356 PFEKLQEEHLQFEGLQDGF¥SANFLDDNVLPETYVALPIYYQHTDIN
HCoV_0C43 spike/1-1358 FMSE I KEKTQS | APPTEGVMELNGYTVQP I ADVYR-RKPD- - - - - LP
HCoV_HKU1_spike/1-1351 FLSEIQEKTQSFAPNTEGVYDLSGFTVKPVATVYR-RIPN- - - - - LP
Conservation - l I I . I I I I
586777 535885655 "7 669475443734564-4353----- 76

Quality
B III IIII I II llllll I.III.III.III.I |

Consensus

+LSE++CKT+SFA+P+G+YS+SGFTVQPL++VYR++PPY++HT+++

Occupancy




338F 348A 358I 367V

SARSCoV-Z-WuhanHu1 _spike/1-1273 LC--PFGEVFNATRFASVYAWNRKRISN -VADYSVL YNSASFST

HCoV _229E spike/1-1171

HCoV_NL63_spike/1-1356
HCoV_0OC43_spike/1-1358
HCoV_HKU1_spike/1-1351

LH- - - - - VKFEHQRGPGKC - - - - - - - YNER---PSVINITLA- - - -
FT----- AT - - -ASFGGSC------ - YVEK---PHQVNISLN- - - -
NC--NIEAWLNDKSVPSPLNWERKTFSNE-NFNMSSL -MSF IQADS
DC--DIDNWLNNVSVPSPLNWERRIFSNE-NFNLSTL -LRLVHVDS

Conservation ‘ I . I

35 ----- 341103667826 ------- - ---4459-7545- - - -

Quality .I II I I I - I

Consensus

LC--+1+AW+N++S+PSP+NWERK+FSNC+NFNPSVLNISLA++DS




1 |
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273

. ?|>86K ?:96Y . 4‘;06E . 4‘;1 5T .
FKCYGVSPTKLNDLE@FTNVYADSEVIRGDEVRQ-1APGQTGKIADY

HCoV _229E spike/1-1171 - - - - - NFNETKGPLEVDTS ---HET--TQFVDNV - - - - - - KLA - - -

HCoV_NL63 spike/1-1356 - - - - - G----NTSVEVRTS---HES--1RYIYNRVKSGSPGDS - - -

HCoV_0C43 spike/1-1358 FTCNNIDAAKIYGMEFSSITIDKEFEAIPNRRKVD-LQLGNLGYLQSS

HCoV_HKU1_spike/1-1351 FSCNNLDKSKIFGSEFNSITVDKIEIAIPNRRRDD-LQLGSSGFLQSS
Conservation I I I I I I

----- 500024545 7485 ---4 6--564427-200310525 - - -

Quality . . . I I I . . I

Consensus

F+CNN+D++KI|I+GLCF+++T+D+FAIPNRRVD++LQLGS+G+LQSS

I H B ]




| . %25L . %35A ﬁ45V ﬁ49- %49-

1 1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 NYKL PDDF TGV | AWNSNNLDSKVGGN - - - = - - = - o 0 o 00 o000 o
HCoV _229E spike/1-1171 RWSASINTGNEPFSFG- - - - - - K-------- VNNFVKFGS - - - - - -
HCoV_NL63 _spike/1-1356 SWHIYLKSGTEPFSFS - - - - - - K-------- LNNFQKEKT - - - - - -
HCoV_0C43 spike/1-1358 NYRIDTTATSEQLYYNLPAANVSVSRFNPSTWNKRFGEF | EDSVFVP
HCoV_HKU1_spike/1-1351 NYKIDISSSSEQLYYSLPLYVNVTINNFNPSSWNRRYGFGSFNYV - - -

Conservation I I . I I I

. ——

6+47244577 58597 - - - - - - 5eemmma - 1721001211 ---- - -
Quality . - . ' I

Consensus

NYKIDI+S+SC+++++LP++NVKV++FNPS+WNN+++FGS++VFVP




: . : . 4‘:49- 4‘;58K 4‘;67D 4‘;778

1 1 1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 - - - - - - - - YNYLYRLFRKSNLKP-FERDISTEIYQAGSTPCNGVEG
HCoV_229E_spike/1-1171 = = = = = = = = = = - - - - - LKDIP--GGCAMPIMAN - - - - - - - - - -
HCoV_NL63 spike/1-1356 - - - = = = = = = = - - - - - TVEVP - -GSCNFPLEAT - - - -------
HCoV_0OC43_spike/1-1358 QPTGVFTNHSVVYAQH KAPKN- - - - ---------- FCPCSS - - -
HCoV_HKU1_spike/1-1351 - - - - - - SSYDVVYSDH VNSD-----=--------- FCPCADPSV

Conservation

Quality . I
Consensus I . .

QPTGVF++Y+VVY++HCFS++K+PFEG+C++P | +A+GFCPC+++++




SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 FN- - - - - - - - - - Commmmm i m e e e e e e e e YFPLQS
HCoV 229E spike/1-1171 o o o o o o e e e e e e e e e e e e e e e e e e oo oo
HCoV NL63 spike/1-1356 = = = = = o s mmmm e e e e e e e e e e e e e e e e e e oo
HCoV_0C43_spike/1-1358 - - -CPGKNNGIGTCPAGTNYLTCDNL - - = = === -~ ==~ CTLDPITF
HCoV_HKU1_spike/1-1351 VNSCVKSKPLSAICPAGTKYRHCDLDTTLYVNNWCRCSCLPDPIST

Conservation

Quality

Consensus

+NSC+++++++++CPAGT+Y++CD++TTLYVNNWCRCSC++DP I ++

Occupancy I -



1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 YGFQ - - - - - - - - PTNG - - - - == - c e e e e e e e e e oo VGYQPYR
HCoV _229E spike/1-1171 = e e e e e e e e e o e e o e D e e o e e o e - o e - LVN----- HKSHNIGSL
HCoV_NL63 spike/1-1356 = = = = e o o e o e e m e e - e m e e e e - - - - WHY - - - - - TSYTIVGAL
HCoV_0C43 spike/1-1358 KAPDTYKCPQTKSLVGIGEHCSGLAVKSDYCGN----NSCTCQPQA
HCoV_HKU1_spike/1-1351 --YSPNTCPQKKVVVG IGEHCPGLGINEEKCGTQLNHSSCSCSPDA

Conservation I
----------------------------- 110-----114355733
Quality

Consensus

+++++++CPQ+K++VGIGEHC+GL++++++CG+QLNH+SCTCQP++

Occupancy . -




| 1 | EI)1 9- 1 EI)1 9- 1 E:23T 1 E:28K 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 VVVLSFELL - - - - - - = = = - = - - - - - HAPATVCGP - - - - - KKSTNLYV
HCoV _229E spike/1-1171 YVS DGDVITG-=----=-=-=------ V-PKPV----- EGVSSFMNVT
HCoV_NL63_spike/1-1356 YVT EGNSITG--=-----=------ V-PYPV----- SGIREFSNLYV

HCoV_0OC43_spike/1-1358
HCoV_HKU1_spike/1-1351

FLG ADSCLQGDKCNIFANFILHDVNNGLTCST --DLQKANTEIE
FLG FDSCISNNRCNIFSNFIFNGINSGTTCSN--DLLYSNTEVS

Conservationl . I I .

6967 3435211 --=----=------ 4 -7458 - - - - - 1104356793

Qualityl . I . III I I

Consensus

+VGWSF+SCITG++CNIF+NF I +++VNPG+VCS+ - -D++KS+TN+V

Occupancy I .




\ . 538C . 548G . 5:58K . E:GBQ . 5372T
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 KNKIGVNFNFNGLTGEGTGVL TESNKKF - - - - - LPFQQFGR-DIADTTD

HCoV_229E_spike/1-1171 LNKETKYNIYDVSGVGV IRISNDT - ----- - FLNGITYTSTSGNLL
HCoV_NL63_spike/1-1356 LNNETKYNIYDYVEBTE I IRSSNQS - ----- - LAGGITYVSNSGNLL
HCoV_0OC43_spike/1-1358 LGVEVNYDLYG I SEBQG I FVEVNATY - - - -YNSWQNLLY-DSNGNLY
HCoV_HKU1_spike/1-1351 TGVIEVNYDLYG I TEGQGI| FKEVSAAY - - - -YNNWQNLLY -DSNGNI I

Conservation I I I . I I . I I I I

574 6 7566 "6 436934 ------- 3566866 -7575973

Qualityl_. ' I III . I I

Consensus

LN+CVNYN+YGI+G+GI+RESNATY ----YN+WQ+++Y+DS+GNLL

Occupancy




5|>78D . 5|>88T 5:98I 6|08V
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 -AVR - - -DPQTLEILD{I TP

1 1 1
SFGGVSVITPGTNTSNQVAVLYQDVN
HCoV_229E_spike/1-1171 -GFEK---DVTNGTIYSIITPENPPDQLVV-YQ----QAVVGAMLSEN
HCoV_NL63_spike/1-1356 -GFEK---NVSTGNIFIVTPENQPDQVAV-YQ----QSIIGAMTAVN
HCoV_0OC43_spike/1-1358 -GFR---DYITNRTFMIHSEYSGRVSAAYH--ANSSEPALLFRNIK

HCoV_HKU1_spike/1-1351 -GFK -

-DFLENKTYTIILPEYSGRVSAAFY - -QNSSSPALLYRNLK

Conservation I . I I I I I .

-+79---845955773947 64736587 -3----- 4677784546

Quality I I . I I I -

Consensus

-GFK---DV+T++1++ | TPC+SG+VSA++YQT+NS+S+A+L+RNVN




| . E;>1 8T . E§28Q . §36Y . q46R . §56V
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 CTEVPVA I HADQLT - -PTWRVYSTGSNVFEQTRAGCL IGAEHYV - - - -
HCoV _229E spike/1-1171 FTSYG--F-SNVVE - - - - - - --- MPK-FEYA - - - - = = - - = = o o - - -
HCoV_NL63_spike/1-1356 ESRYG--L-QNLLQ----=-=---- LPN-FYYV - - o e e e e e e e oo o -
HCoV_0C43 spike/1-1358 CNYVFNNSLTRQLQP - - - - - - - - - INYSEDSYLGCVVNAYNS - - - -
HCoV_HKU1_spike/1-1351 CSYVLNNIS---FIS--------- QPFYEDSYLGCVLNAVNL - - - -
Conservation I I I I
48364--4-01074--------- - 43 -4956 --- -« --

Quality I I . I I I
Consensusl I I I . I

C+YVGNNI++NQLQ+ -PTWRVYS+PN+FF+SYLGCV+NA+N+ - - - -

Occupancy . I I I _



\ . \ . 6|58- 6|67- 6|73S 682R

1 1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 - - -N- -NSYEE@DIP I - - - -GA ASYQTQT - NSPRRARSVASQS I
HCoV_229E_spike/1-1171 ----SNGTYNETDAVLTYSSF ADGS | AV -QPRN- - -VSYDSV
HCoV_NL63_spike/1-1356 ----SNGGNNETTAVMTYSNF ADGSL IPV -RPRIN- - -SSDNG |
HCoV_0OC43_spike/1-1358 ---TAISVQTEDLTV----GS VDYSK - -NRRSRRAITTTGYRFT
HCoV_HKU1_spike/1-1351 ---TSYSVSSEDLRM- - - -GS IDYALPSSRRKIRRGISSPYRFYV

Conservation - I I I I- I I I

----207665 7438----75 "6 77665011-63 7---664657

Quality I IIII I II I .I

< — < —

Consensus

---TSN+VYNCDLAV+TYSG+GICADYSLI+VRRPRRAIS+SYR++

Occupancy I I .




6|99L 7|088 7|1 8F 7|28P

1 1 1 1 1
SARS-CoV-2-Wuhan-Hu-1_spike/1-1273 - - - | AYTMSL -GAENSVAYSNNSIA TNFEISVTTEILPVSMTKT

HCoV_229E_spike/1-1171

HCoV_NL63_spike/1-1356
HCoV_0C43_spike/1-1358
HCoV_HKU1_spike/1-1351

---------------- SAIVTANLS SN TSVQVEYLQITSTP I
---------------- SAIITANLS SN TSVQVEYLQITSTP I
NF-EPFTVNSVNDSLEPVGGLYE IQ SEFIFEIGNMEEF IQTSSPKV
TF-EPFNVSFVNDSVETVGGLFEIQ TNFE | AGHEEF IQTSSPKV

---------------- 5855656 +6 87 78644 7T+7786747
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