Table S1. Bacterial strains and plasmids used in this study.

Strains and

Relevant characteristics

Reference or source

Accession no

Plasmids
Strains
E. coli
DH5a F- gyrA96 recA1 relA1 endA1 thi-1 hsdR17 glnV44 deoR D (lacZYA-argF) [1]
U169[f80dD(lacZz)M15]
sExpress NEB Express (R702): fhuA2 [lon] ompT gal sulA11 R(mcr-73::miniTn10-- [2]
TetS)2 [dem] R(zgb-210::Tn10--TetS) endA1 A(mcrC-mrr)114::1S10
C. difficile Ribotype Isolation date
500/12 Clinical strain 176 2012 MUWse JBCJLD0O00000000
CKHO08 Derived from 500/12, Aphi027 This work
137/12 Clinical strain 027 2012 MUW JBCJLKO00000000
1974/12 Clinical strain 176 2012 MUW JBCJLIO0O0000000
2163/12 Clinical strain 027 2012 MUW JBCJLHO00000000
2282/12 Clinical strain 027 2012 MUW JBCJLG000000000
3136/12 Clinical strain 176 2012 MUW JBCJLFO00000000
3290/12 Clinical strain 176 2012 MUW JBCJLMO00000000
700/13 Clinical strain 027 2013 MUW JBCJLJOO0000000
OR/03/B Clinical strain 027 2022 MUW JBCJLLOO0O000000
KB/04/B Clinical strain 027 2022 MUW JBCJLEOO0000000
WL/14/B Clinical strain 027 2022 MUW JBCJLR0O0O0000000




SL/15/Ba
BM/25/D
AA/01/By
SM/02/By

Plasmids
pUC19

pEcCdHO1

pWH34

pEcCdHO07

pEcCdHO08

Clinical strain 027 2023
Clinical strain 027 2022
Clinical strain 027 2022
Clinical strain 027 2022
ori(pMB1) lacZ Amp®

Derived from pUC19, sRNAP::crRNA (23-nt repeat), PCR template for
generating SRNAP::crRNA for retargeting

Derived from pMTL82151, E. coli-C. difficile shuttle vector,
iLacP::AsCpf1, BtgZI-BtgZl double sites, “Chassis” plasmid for gene-
targeting plasmid construction, Cm®/Tm?

Derived from pWH34, targeting phi027 with one spacer, Cm®/TmR

Derived from pWH34, targeting phi027 with two sets of spacers,
CmP/TmR

MUW JBCJLNO0O0O000000
MUG" JBCJLO0O00000000
MUS® JBCJLQO00000000
MUS JBCJLP0O00000000
[3]
This work
(4]
This work
This work
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